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WARM WELCOME

Successfully leveraging the power of AI and machine learning by utilizing high-quality big 
data has to potential to revolutionize the drug discovery and development process. Global 
Engage is pleased to announce the 3rd Global Pharma R&D Informatics and AI Congress, 
28-29 October, 2019 in London, UK. Uniquely co-located with the 4th Medicinal Chemistry 
Congress, this event will once again provide a forum to network, learn, and engage with 
senior representatives of leading pharmaceutical and biotech companies. This event is 
designed to highlight the implementation and advances in the convergence of machine 
learning, artificial intelligence, informatics and data science for early drug discovery.

Sessions and discussions include:
Machine Learning (ML) and Artificial Intelligence (AI) in Drug Discovery
• State-of-the-Art in Algorithms and Models for Drug Discovery
• AI and ML for Target Discovery, Validation and Clinical Data Feedback
• Advances in AI and Quantum Computing for Drug Discovery
• Utilizing AI and ML to Design Next Generation Compounds and Leads

Data Science for Drug Discovery
• Data Integration, Analysis and Knowledge Discovery
• Integrating Blockchain for AI and ML in Drug Discovery
• Harnessing Data for Chemoinformatics and Biological Models
• Next-Generation Data Visualizing and Reporting

Feedback has shown that delegates enjoy a diverse way of both learning and networking during the 
comprehensive two-day conference. The congress will therefore contain:
• 30+ expert-led presentations
• Hour long roundtable discussions
• Poster presentations
• Exhibition room
• Ample networking time
• Drinks reception
• Networking dinner

We look forward to meeting you in October and hope you take advantage of the early bird or 3 for 2 registration 
offers so that your team can participate and benefit.
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CONGRESS SCHEDULE DAY 1 MONDAY 28TH OCTOBER 2019

Registration & Refreshments08:00-08:50

Morning Refreshments / Even-Numbered Poster Presentations / One-to-One Meetings10:50-12:00

09:00-09:40

Global Engage Welcome Address & Track Chair’s Opening Remarks: Brandon Allgood, Chief Technology Officer, Numerate08:50-09:00

12:00-12:30

KEYNOTE ADDRESS:
CONNOR COLEY
Department of Chemical Engineering, Massachusetts Institute of Technology
Data-Driven Chemical Synthesis 
Drug discovery is an enormously complex multi-objective optimization problem. Machine learning and artificial intelligence 
techniques are increasingly used in the design of new compounds, yet the synthesis of those compounds continues to be a 

predominantly manual task. This talk will describe ongoing efforts to streamline the design, validation, and implementation of small molecule 
synthetic routes through a computational understanding of synthetic chemistry learned from the chemical literature.

TOM CHITTENDEN
Chief AI Scientist and Founding Director, 
Advanced Artificial Intelligence Research 
Laboratory, WuXi NextCODE Genomics 
Statistical Classification of High-Throughput 
Multi-Omics Human Cancer Data on Classical 

and Quantum Computing Architectures
Next-generation sequencing has significantly advanced our 
understanding of biology by providing a unique genomic 
perspective of the molecular state of human disease. However, 
combining multiple ‘omics’ measurements into biologically-relevant 
statistical computing frameworks to define causal molecular 
underpinnings of disease remains a significant challenge. As a 
rapidly emerging technology, quantum computing promises to 
enhance performance of certain classes of statistical computing 
and machine learning tasks, such as classification, regression, and 
generation. Anticipating its utility in the biomedical sciences, we 
implemented several quantum statistical machine learning (qML) 
strategies on a simulated universal quantum computer and a 
physical quantum annealer. We show the utility of multiple classes 
of qML algorithms for analysis of high-dimensional, multi-omic 
patient data from the Cancer Genome Atlas (TCGA).

DAVID HULCOOP
Operations Director, Open Targets 
Open Targets: Systematic Identification and 
Prioritisation of Drug Targets
Open Targets is an innovative, large-scale, 
multi-year, public-private partnership that uses 

human genetics and genomics data for systematic drug target 
identification and prioritisation. Our work focuses on two areas 
to assist early drug target decisions. First, we integrate publicly 
available information relevant to targets and diseases in the 
Open Targets Platform. Second, we perform high throughput 
experimental projects that generate target-centred data in human, 
physiologically relevant systems to improve the strength of causal 
links between targets and diseases. We will present highlights from 
our research programme focusing on the Open Targets Platform, 
Open Targets Genetics Portal and related informatics tools.

12:00-12:30

MACHINE LEARNING AND ARTIFICIAL INTELLIGENCE IN DRUG DISCOVERY – 
STATE-OF-THE-ART IN ALGORITHMS AND MODELS FOR DRUG DISCOVERY 

DATA SCIENCE FOR DRUG DISCOVERY – 
DATA INTEGRATION, ANALYSIS AND KNOWLEDGE DISCOVERY 

09:40-10:20

KEYNOTE ADDRESS:
VID STOJEVIC
Co-Founder and CTO, GTN
Building Machine Learning Models for Drug Discovery
During this presentation I will discuss approached for beating benchmarks in predicting drug properties, building quantum 
features into models and effective chemistry pipelines.

10:20-10:50
12:30-13:00

ALPHA LEE
Winton Advanced Fellow, Group Leader and 
Principal Investigator, Department of Physics, 
University of Cambridge 
Tackling Noise and Uncertainty in Data-
Driven Drug Discovery 

Most AI approaches make the statistical assumption that 
data is abundant compared to the complexity of the problem. 
Empirically, this is often not the case in drug discovery. My 
group uses rigorous mathematics and physics to develop 
statistical algorithms that address the challenge of “small and 
noisy” data. In my talk, I will discuss our recent work on ligand-
based bioactivity prediction. Our algorithm outperforms the 
state-of-the-art, and is prospectively experimentally.

ONDREJ HOLUB
Senior Product Owner, Pharmaceutical R&D, MSD
Advancing Digital Pathology Field through IT
Speed of changes and need for implementation 
of new approaches is paramount when it 
comes to R&D. This is extremely visible 

in digital pathology space where IT plays a key role. In this 
presentation I will discuss advances in primary and secondary 
reuse of non-structured raw data such as clinical and pathology 
imaging for drug and biomarker development.

12:30-13:00

ROBERT KISS
CEO, Mcule
Mcule - the Online Platform Building the ULTIMATE Database for Drug Discovery 
Mcule is an online chemical marketplace integrated with advanced compound selection and modeling tools. We are 
building the ULTIMATE database for drug discovery covering the synthetically accessible chemical space relying on 
building blocks of our supplier partners. Our artificial chemist algorithm combines knowledge-based synthetic chemistry 

rules with generative AI models. ULTIMATE compounds are delivered with 80% average success rate in 2-6 weeks with fixed prices and are 
screened against public datasets to assure maximum novelty.
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CONGRESS SCHEDULE DAY 1 MONDAY 28TH OCTOBER 2019

Lunch / One-to-One Meetings13:30-14:30

14:30-15:00

RANGAPRASAD SARANGARAJAN
Senior Vice President and Chief Scientific 
Officer, BERG
AI for Threading Causative Biology of Disease to 
Genetic Stratification for Clinical Development – 
Impact on Time (& Cost)

A foundation on which a technology enabled comprehensive 
molecular capture of complex disease biology, integrated to 
clinical and RWE/RWD provides an ideal environment for 
the use of artificial intelligence for seamless transitions from 
target identification, validation, tractability to drug discovery 
and clinical development.  The talk will walk through a series 
of validation proof-points on the use of aforementioned data 
captures from discovery biology to clinical development and 
the use of AI in understanding MOA, rationale and validation 
points from target discovery to late stage clinical development.

DANA CAULDER
Director, Software Engineering, Bioinformatics 
and Computational Biology, Genentech 
Rebuilding the Plane While Flying: Migrating 
from Application-Centric to Data-Centric in 
an Established R&D Organization

Informatics in a drug discovery and development environment is 
challenging due to constant changes in information technology, 
the science, and organizational processes. Historically we 
would build applications to solve local problems, however 
this approach does not scale in today's environment when we 
increasingly need to connect data and processes across the 
organization. I will describe our approach to transitioning to a 
data-centric architecture that better supports the needs of a 
complex R&D organization.

14:30-15:00

15:00-15:30

MICHAEL JANUSZYK
Senior Scientist, Numedii
Using Algorithms to Create Insights: A Novel 
Target for Idiopathic Pulmonary Fibrosis
Idiopathic pulmonary fibrosis is a complex 
disease for which few therapies exist. Through 

integration of biological data repositories, we have created 
a digital map of biology that represents our understanding 
of disease-drug relationships. Applying our algorithms to 
IPF allowed us to predict novel targets for IPF. During this 
presentation I will share data showing that one of these targets 
has promise in both in vitro and in vivo studies.

ALEX ARONOV
Senior Director and Head of Data Science, 
Vertex Pharmaceuticals Inc.
Building an Enterprise-Wide Data Science Team
In the past two years, we have stood up a 
centralized enterprise-wide data science team 

at Vertex. The team is tasked with turning data from operational 
exhaust to become a strategic asset for the company. We will 
discuss the vision for the team, its operating model and focus, 
and provide several examples of data science-driven impact 
across the business, with particular emphasis on research-
driven applications.

15:00-15:30

15:30-16:00

DMITRY KAMINSKIY
Managing Partner, Deep Knowledge Ventures 
Deep Overview of AI-Pharma Industry 2019
During this presentation I will discuss the 
current state of AI-pharma Industry in Q3 of 
2019, overview of AI-companies, investors, 

pharma and tech corporations. I will also provide an overview of 
technologies and R&D applications, major risks and opportunities 
in the AI-pharma sector, and hype vs reality. Finally, I will share 
tangible forecasts for 2020-2021, investments, M&A deals, 
technology and R&D trends.

GEORGE PAPADATOS
Director, Assay Data Domain Owner, 
Collaborations, Data and Computational 
Sciences, GlaxoSmithKline
From (Big) Data to Value in Drug Discovery: 
Surfing on the Data Lake

Discovery data has been historically siloed and data preparation 
and analysis has been piecemeal. Data flows, data FAIRness 
and integration along with the right tools and training and 
enables powerful data mining, ML and AI along with efficiency 
improvements. I will share GSK’s journey in Big Data integration 
and the learnings so far.

15:30-16:00

13:00-13:30

ERIC LITTLE
Chief Data Officer, 
OSTHUS Inc.
Virtualizing Semantics as a Means to AI
Semantic technologies have proven to be 
an effective means to capture and connect 

important metadata that give data significant contextual meaning. 
Semantic models represent data in a way that is natural for 
humans to understand. However, using semantics for large-scale 
applications in industry have proven challenging due to scale 
problems once instance data is added. This talk will demonstrate 
a new approach to using semantics, which utilizes virtualization to 
interact with instance data in a fully federated manner – meaning, 
the semantic models operate over and against data sources 
without the need to integrate or combine them in advance. Using 
this technique, raw data remains in its native sources and simply 
communicates via sophisticated translators to semantic models. 
This allows users the ability to rapidly develop virtualized data 
lakes and that can scale and support advanced analytics.

13:00-13:30

THOMAS 
STEINBRECHER
Director, Applications Science, Europe, 
Schrödinger
Deep Learning Models in Drug Design
The practical application of artificial intelligence 

research has a long and uneven history. Nevertheless, in the 
last years, machine learning/AI methods have rapidly advanced 
fields such as speech and image recognition, game playing, 
and language translation. Here, we present Schrödinger’s 
Deep Learning initiative and describe the application of the 
widely used DeepChem package for a variety of molecular ML 
tasks. Among other topics, we will review the performance and 
efficiency of AutoQSAR w/ DeepChem, an automated deep 
neural network based QSAR/QSPR model building tool compared 
to more traditional QSPR approaches and its integration into 
the LifeDesign discovery informatics platform. Furthermore, an 
approach to leverage ML/AI techniques in combination with 
physics-based free energy calculations to provide in silico affinity 
predictions of unprecedented accuracy to compound libraries of 
500k+ compounds will be discussed.
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CONGRESS SCHEDULE DAY 1 MONDAY 28TH OCTOBER 2019

16:50-17:50

ROUNDTABLE DISCUSSIONS:
Table 1: Driving AI Adoption and Changing 
Culture within Pharma 
BRANDON ALLGOOD (Moderator)
CTO, Numerate
•   What are the best models for big pharma to   

    work with small AI-driven companies?
• How do we change the culture within Pharma?
• What are innovative solutions for data access, both positive 

and negative? 

Table 2: Defining Goals of AI in Health Care
NAHEED KURJI (Moderator)
President & CEO, Cyclica 
•   What are bottlenecks and challenges in using 
AI to advance a drug candidate to the clinic? 

• What development stages of AI in drug       
discovery should we consider as milestones?

• How can we integrate different computational approaches 
across the discovery and development process?

Table 3: AI in Drug Discovery: Separating Hype 
from Reality
EDDY VANDE WATER (Moderator)
BIOVIA Technical Sales Director, Dassault 
Systemes  

• Share experiences in leveraging AI, machine learning and 
deep learning in the drug discovery space

• What worked and what did not? 
• What are recommendable tools and strategies, successful 

applications and outcomes?

SCOTT KAHN
Chief Information Officer, LunaDNA
Using Data Privacy as a Tool to Improve Rare 
Disease Treatments
Studying rare disease is often hindered by 
the lack of data. Shared health data lacks the 

necessary richness and representation necessary for analysis 
and having individuals maintain control of their data offers a path 
to broader research participation. Patient-centric rare disease 
cohorts are longitudinally engaged, and richer data cohorts are 
ideal for AI model discovery.

16:50-17:50

Chair's Closing Remarks / End of Day One17:50

Networking Drinks Reception17:50-18:50

Gala Dinner18:50
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CONGRESS SCHEDULE DAY 2 TUESDAY 29TH OCTOBER 2019

 Refreshments08:30-08:55

09:40-10:10

Track Chair’s Opening Remarks: Willem Van Hoorn, Head, Chemoinformatics, Exscientia08:55-09:00

ADVANCES IN AI AND QUANTUM COMPUTING FOR DRUG DISCOVERY

09:00-09:40

KEYNOTE ADDRESS:
DARREN GREEN
Director, Computational Chemistry, GlaxoSmithKline  
AI, Cheminformatics, Computational and Medicinal Chemistry: Getting the Best Out of Everyone
During this presentation I will discuss benchmarking, integration of different approaches, automation and application to 
real world problems of AI, cheminformatics, computational and medicinal chemistry.

Morning Refreshments / One-to-One Meetings10:40-11:50

11:50-12:20

ANDREAS WINDEMUTH
Chief Scientific Officer, Cyclica 
Creating Smart Lead Molecules In Silico with 
Deep Learning and Structural Biology
At Cyclica, we have developed Differential 
Drug Design (DDD), an AI-based workflow 

for the in silico creation of smart lead molecules. Molecules are 
combinatorially assembled from fragments and repeatedly selected 
for favorable properties in a computational Design, Make, Test, 
Analyze (DMTA) cycle. A collection of advanced machine learning 
models is used to compute physico-chemical properties, ADMET 
properties, and polypharmacological profiles to be optimized. Here 
we present an overview of the platform and discuss applications in 
single- and multi-targeted drug design, as well as lead optimization. 
We present case studies that demonstrate the potential of DDD to 
dramatically shorten the drug discovery process.

ANDREW PANNIFER
Lead Scientist, Cheminformatics, Medicines 
Discovery Catapult
Maximising the Impact of AI in Preclinical 
Drug Discovery
AI holds significant potential to impact on 

preclinical drug discovery, with academia, SMEs and large pharma 
all active in the area. Generative approaches to compound design 
are shifting the way in which we can use informatics; from a 
scoring framework to one where it assists directly in design ideas, 
while neural networks provide a natural framework for multitask 
learning. Progress in these areas will be discussed in the context 
of the cost of drug discovery, highlighting where impacts are large 
and where challenges are being addressed.

11:50-12:20

MACHINE LEARNING AND ARTIFICIAL INTELLIGENCE IN DRUG DISCOVERY – 
DESIGNING NEXT GENERATION COMPOUNDS AND LEADS

DATA SCIENCE FOR DRUG DISCOVERY – 
CHEMOINFORMATICS AND BIOLOGICAL MODELS

12:20-12:50

12:20-12:50

MARK DAVIES
VP Biomedical Informatics, BenevolentAI 
Disrupting Drug Discovery with AI 
Despite the huge growth of knowledge and information the process of biomedical discovery has not changed for 50 
years. In the modern world, it is impossible for humans alone to process all the complex information potentially available 
to them for the advancement of scientific research. For example, a new scientific paper is published every 30 seconds, 

consequently only a small fraction of globally generated scientific information can form ‘useable’ knowledge. This talk will present on 
how AI can offer a solution to this problem and how machine learning technologies are changing how new medicines are discovered 
and developed. The talk will also focus on how AI, as an augmentation tool to human intelligence, is essential in providing experienced 
scientists with the analytical tools they need to design better compounds faster.

JONNY WRAY
Head, Discovery Informatics, e-therapeutics 
Network Driven Drug Discovery
Network driven drug discovery is an approach 
to early stage discovery that models cellular 
processes involved in disease as molecular 

networks. Network analysis approaches are utilized to identify 
agents that can significantly perturb those networks hence the 
modelled cellular processes. Details of a practical discovery 
process based on these concepts, and the underlying platform 
implementation, will be discussed along with validation from 
multiple internal discovery projects. 

10:10-10:40

3RD GLOBAL PHARMA R&D INFORMATICS & AI CONGRESS 2019

MICHAEL LANGE
ML/AI Lead, R&D Informatics, Small Molecule 
Discovery Informatics, Roche pREDi 
A New Compound Platform for Enhanced 
Access to Chemical Space for Screening
Over the last years, the size of commercially 

available chemical space (with pharmaceutical relevance) has 
rapidly increased. Several providers today are offering catalogs 
consisting of several hundred million screening compounds. We 
built a new compound platform to enable a browsing, searching, 
selecting, and ordering of compound sets from these libraries. 
The platform offers these capabilities by standardizing and 
preprocessing all molecules, calculating relevant properties, and 
enabling access to these libraries by combining fast structure-
based search with property and meta-data filters. In addition, the 

TON VAN DAELEN
BIOVIA Portfolio Management Director
Five Strategies for Accelerating Drug Discovery with Data Science and AI
Pharma and biotech must produce safe, efficacious medicines more efficiently than ever to optimize productivity and 
competitiveness. Both public and proprietary data hold valuable insights for impactful decision making. Data integration 
and common ontologies are needed if organizations are to tap the potential of IoT, machine learning and AI. And 

companies need flexible workflows that support ad hoc analytics, integrate internal and external data, and democratize the high-value 
models generated by their data science teams. This will enable teams to radically transform the traditional Design | Make | Test | Analyze 
innovation cycle in drug research. For example, organizations can bring together machine-learning (ML) approaches with generative 
molecular enumeration algorithms to simultaneously improve quality of lead molecules and shorten discovery timelines. In this presentation, 
we describe five concrete strategies to leverage data for accelerating Drug Discovery.

Room: Lindbergh 3
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12:50-13:20

GUY DESMARQUETS
Vice President, Business Development & Strategic Partnership, Mestrelab Research S.L
From Analytical Instrumentation to AI-Enabled Decision-Making Intelligence - Highlights of Key 
Steps and Obstacles
Bringing disparate analytical instruments from many techniques and vendors into the practices of automatic data 
collection and machine and deep Learning to enable better and faster decisions requires biopharmaceutical and 

chemical industries to address many challenging steps. In this talk we will cover:
- Multi-technique data abstraction and standardisation
- Connecting data analytics to chemistry
- Data and knowledge harvesting, storing and mining
- Automation
- Collaborative science and open innovation
- Machine Learning and Deep Learning applied on analytical data

Lunch13:20-14:20

14:20-14:50

14:20-15:20

14:50-15:20

WILLEM VAN HOORN
Head, Chemoinformatics, Exscientia 
Re-Energising Small Molecule Drug Discovery
The optimisation trajectory of hit to lead to 
candidate is the most expensive part of drug 
discovery. Exscientia’s Centaur drug discovery 

platform promises to bring that cost down significantly by 
combining the strengths of AI compound design and human 
strategic thinking. A high-level overview of the technology is 
presented, and results are shown from a prospective proof of 
concept study as well as a successful collaboration that resulted 
in the delivery of a clinical candidate in less than a year.

15:20-15:50

GIOVANNI CINCILLA
Chief Scientific Officer, Molomics 
Towards Human Chemical Space Exploration 
Can humans find the most desirable 
molecule in the abyss of chemical space? 
Is collaboration amongst humans making 
the search for such a molecule more 

effective? The Chemical Space, understood as the abstract 
entity containing the sum of all drug-like small molecules, 
is awfully large. It is estimated to contain over 1060 different 
molecules, a number that can hardly be conceived by human 
mind. Numerous in silico tools have been developed to 
navigate through the chemical space and find specific optimal 
molecules. Nevertheless while the best AI methods have 
proven they can find such molecules, human intelligence & 
intuition has not been assessed in such a task, at least not 
in a systematic way. For this reason Molomics has designed 
a series of public experiments to take on this challenge and 
answer the above questions. Volunteers are given access 
to Molomics web-based technology with which they can 
search for predefined hidden molecules both competing 
and collaborating with each other. Preliminary results are 
promising and show that humans can assume an additional 
role in the search for optimal drugs. These experiments are still 
ongoing and people interested in participating will find more 
information at: molomics.com/explore.

ROUNDTABLE DISCUSSIONS:
Table 4: Blockchain and AI 
SCOTT KAHN (Moderator)
Chief Information Officer, LunaDNA
•   What implicit benefits for AI does storing data on  
     blockchains present?

• What opportunities in drug discovery are being created by 
utilizing blockchain? 

• What challenges exist for the adoption of blockchain in pharma? 

Table 5: Achieving FAIR Data Standards 
MICHAEL LANGE (Moderator)
ML/AI Lead, R&D Informatics, Small Molecule 
Discovery Informatics, Roche pREDi 
•   What models/frameworks exist and are emerging

that represent an effort toward achieving FAIR data? 
• What tools and languages are currently enabling FAIR data? 
• What challenges exist for achieving a FAIR data standard 

across pharma?

15:20-15:50

NICOLAS BOSC
Data Mining and Analysis Scientist, EMBL-EBI
TIMOTHY ROZDAY
Bioinformatician, EMBL-EBI  
Co-Presentation: Enhancing Drug Discovery 
and Development with ChEMBL: A Closer 
Look at Curation and Prediction
For 10 years, ChEMBL has been an invaluable tool 
for drug development. Central to this database 
is the expert curation of scientific information. 
The mission of ChEMBL is to provide this wealth 
of data freely and openly. In this presentation 

we discuss 1) how we are using machine learning to enhance the 
curation of drug labels, and 2) how predictions can be derived from 
bioactivity, toxicity and clinical trial data. ChEMBL benefits from 
advances in machine learning, enabling us to expand the scope of 
high quality, comprehensive and readily accessible data. And this 
will in turn benefit the wider scientific community by supporting key 
decisions and predictions in drug discovery and development.
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BRANDON ALLGOOD
Chief Technology Officer, Numerate
AI Modeling of ADME and Toxicity
During this presentation I will discuss the 
current state-of-the-art modeling of ADME and 
toxicity, examine the use of in vitro ADME data 

used to improve in vivo ADME models through transfer learning 
and explore case studies of combining data from several pharma 
companies to build ADME / Toxicology models.

12:20-12:50

12:20-12:50

platform offers tools for advanced analytics and visualisation of 
chemical space for assessing and comparing chemical libraries.

Room: Lindbergh 3
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VENUE INFORMATION

MAKING A POSTER PRESENTATION
Poster presentation sessions will take place in breaks and alongside the other breakout sessions of the conference. Your presentation will 
be displayed in a dedicated area, with the other accepted posters from industry and academic presenters. We also issue a poster eBook to 
all attendees with your full abstract in and can share your poster as a PDF after the meeting if you desire (optional). Whether looking for 
funding, employment opportunities or simply wanting to share your work with a like-minded and focused group, these are an excellent way 
to join the heart of this congress.

In order to present a poster at the congress you need to be registered as a delegate. Please note that there is limited space available and 
poster space is assigned on a first come first served basis (subject to checks and successful registration). We charge an admin fee of £100 
to industry delegates to present, that goes towards the shared cost of providing the poster presentation area and display boards, guides 
etc. This fee is waived for those representing academic institutions and not for profit organisations.

POSTER PRESENTATIONS

London Heathrow Marriott Hotel
Bath Road, Heathrow Airport Hayes,
UB3 5AN, United Kingdom

Located less than half a mile away from the Heathrow Airport, 
this four-star deluxe hotel offers comfortable, noise-free 
accommodations and is near attractions such as Legoland 
and Windsor Castle. Modern and vibrant, discover the culinary 
delights and more in the London Heathrow Marriott.

3RD GLOBAL PHARMA R&D INFORMATICS & AI CONGRESS 2019

15:50-16:20

OREN KRAUS 
Co-Founder, Phenomic AI
AI Scaling Phenotypic Antibody Discovery with Next Generation Sequencing and Computer Vision
The biopharmaceutical industry is in the age of blockbuster antibodies, and the race is only heating up. Difficult targets 
are now falling like dominoes and complex scaffolds are driving ever better selectivity and precision in new medicines. 
However, today’s antibody discovery approaches require a detailed understanding of the underlying biology in order to 

identify key targets for development, in contrast with phenotypic approaches that have long been used in small molecule pipelines to mine 
for new targets. At Phenomic our goal is to combine computer vision with phenotypic antibody discovery approaches to identify new drugs.

Conference Close16:20

Room: Lindbergh 3

http://www.global-engage.com/event/pharma-informatics-congress/


T: +44 (0) 1865 849841
E: info@globalengage.co.uk
www.global-engage.com

Follow Us

Global Engage Ltd., The Kidlington Centre, Kidlington, Oxford, OX5 2DL, United Kingdom

SPONSORSHIP AND EXHIBITION OPPORTUNITIES AVAILABLE
For more details contact Faizel Ismail / Tony Couch at

Sponsorship@Globalengage.co.uk or call +44 (0) 1865 849841

DON’T DELAY, BOOK YOUR PLACE TODAY!
Places are limited and are based on a first come, first served basis so to avoid disappointment contact 
us today to reserve your place at Global Engage’s 3rd Global Pharma R&D Informatics & AI Congress 

on the 28th-29th October 2019.

PHONE BOOKING
+44 (0) 1865 671957

maria@globalengage.co.uk
Our conference team will make all the necessary arrangements. 

ONLINE BOOKING
Visit the website to book your place

www.global-engage.com/event/pharma-informatics-congress

THE CONGRESS PACKAGE INCLUDES:
All Conference Sessions

Lunches and Refreshments
Access to Exhibition Room

Networking Drinks Reception
Conference Workbook

E-Document Pack

HOTEL ACCOMMODATION
Hotel accommodation will be available at a group rate. 

FREE NEWSLETTER
For updates on the 3rd Global Pharma R&D Informatics & AI Congress, plus free resources and reports, 

as and when our speakers authorise their release dates, check for updates at: 
www.global-engage.com/event/pharma-informatics-congress

https://www.linkedin.com/company/global-engage-ltd-
https://twitter.com/lifesciences_GE
mailto:info%40globalengage.co.uk?subject=
http://www.global-engage.com
mailto:Sponsorship%40Globalengage.co.uk?subject=
http://www.global-engage.com/event/pharma-informatics-congress 
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