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WARM WELCOME

6TH DIGITAL PATHOLOGY & AI CONGRESS: 2020

Global Engage is pleased to welcome you to the 6th Digital Pathology & AI Congress: USA, 
which is being held virtually on November 19-20. With a mixture of individual presentations, 
roundtable sessions and expert-led panel discussions, we hope that this meeting will be both 
informative and enjoyable for those seeking to learn more about the future of Digital Pathology 
& AI Alongside this diverse two day program are the various networking and knowledge sharing 
opportunities that we have made available, fully utilizing our virtual platform providers features.

• Virtual Booths. View the latest technologies and services available and have one to one or group video 
conversations in order to discuss your work, challenges and requirements

• Speed Networking. During the networking sessions, the AI-enabled technology will connect you with other 
attendees. Like a live event, you will meet new people and establish new relationships

• Live Q&A. Have your questions ready to put to the speakers at the end of their talks.
• Roundtables. Smaller groups can get together in dedicated breakout areas for these interactive sessions.
• Poster Presentations. View the scientific posters and interact with the authors
• Chat Rooms & Private messaging. Public and Private rooms will help you start those all-important side-

conversations that are the hallmark of any good meeting. You can also create your own chat room to have 
conversations with up to 20 people.

• Delegate Profile. Make yourself visible to other attendees, speakers and sponsors so that you can video/ text 
chat with them.

• Connect. Use the connect button to build connections that will last long after the meeting.

Delegates are encouraged to move between the different tracks, as the overarching theme of advancing pathology 
runs throughout, and ask questions at the end of each talk. We hope that over the next two days you learn 
something new, meet new contacts and further your plans for future research, whatever they may be. If you have 
any questions or need any information, please feel free to approach sponsors, speakers, other delegates and of 
course, the conference organisers, who will be happy to help using the chat functions available. 

Kind regards,

Steve Hambrook
Conference Director

Mike Burden
Director, Conference Production
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AIFORIA

Company description: Aiforia is a versatile 
cloud-based platform that increases the 
speed and accuracy of analyzing medical 
images across a variety of fields by 
providing healthcare professionals direct 
access to deep learning AI. Aiforia assists 
with the increased demand for image-
based diagnostics by providing efficient 
and scalable solutions – enabling new 
discoveries, clinical support and highly 
accurate and consistent data.
www.aiforia.com

Platinum Sponsors

DELL TECHNOLOGIES

Today, every organization needs to be a 
digital organization – powered by data, 
running in a multi-cloud world. Modern 
infrastructure from Dell Technologies helps 
facilitate digital pathology applications by 
providing critical solutions and partnerships 
to turn data into insights at every stage of the 
pathologist’s workflow. From the slide to the 
data center to the cloud, our offerings enable 
pathologists, researchers, and healthcare 
systems to accelerate diagnoses, enhance 
collaboration, and improve patient outcomes.
www.delltechnologies.com/en-gb

CORISTA
Corista delivers the leading array of 
integrated workflow, analytical and 
collaborative tools for pathology. Medical 
centers and bio-pharmaceuticals can 
collaborate, communicate, teach and 
report with access to image analytics. 
Pathologists and scientists easily manage 
their cases, conduct digital consults and 
have R&D platforms for application of their 
algorithms. Corista provides a new level 
of interoperability integrating the patient’s 
clinical data with WSI and gross images along 
with access to “best of breed” analytic tools.
https://corista.com

Gold Sponsor

PHILIPS HEALTHCARE
Lead the change with digital pathology.More 
productivity and 100% digital case sign-out 
is possible today with the Philips IntelliSite 
Pathology Solution for routine histopathology 
diagnosis. Philips IntelliSite Pathology 
Solution has in vitro diagnostic device status 
in Europe, Middle East and Asia and is the 
first digital pathology solution available in 
the United States and Japan. Philips has 
already supported several laboratories in 
making a shift to a 100% digital pathology 
workflow. We can help you throughout your 
digital pathology transformation journey with 
the aim to empower decision-making and 
precision diagnostics.
www.philips.com/digitalpathology

ULTIVUE
Ultivue provides researchers and scientists with multiplex biomarker 
assays for tissue phenotyping and digital pathology. Ultivue’s 
InSituPlex® technology eliminates the need for assay development and 
enables scientists to unmask and analyze the true biological context 
of tissue samples. With the ability to run a same-slide fluorescent and 
H&E stain, Ultivue’s technology is enabling pathologists to connect 
traditional morphological analysis with multiplexed immunofluorescent 
data for comprehensive single-cell phenotyping.
www.ultivue.com

Gold Sponsors

HISTOWIZ

HistoWiz offers an end-to-end platform for anyone doing histopathology 
in academia and pharma. This online platform provides industry-leading 
turnaround time for histology, the largest preclinical pathology database, 
and a novel pathologist network for on-demand diagnoses. Our 
mission is to find cures for life-threatening diseases collaboratively by 
connecting scientists, pathologists and patients for online collaboration. 
Through automation and AI, HistoWiz aims to become the global leader 
in histopathology to accelerate cancer research and drug discovery.
histowiz.com

Diamond Sponsor

Platinum Sponsors

NANOSTRING TECHNOLOGIES
NanoString®is a leading provider 
of life sciencetools for translational 
research and diagnostics. Citedin over 
2,500 peer-reviewed publications, the 
nCounter®Analysis System measuresgene 
and protein expression to profile novel 
biomarkers. The company’s GeoMx™ Digital 
Spatial Profiler enables highly-multiplexed 
spatial profiling of RNA and protein targets 
in a variety of sample types, including 
FFPE tissue sections
www.nanostring.com

AKOYA BIOSCIENCES
Akoya Biosciences, ‘The Spatial Biology 
Company®’, develops powerful imaging 
tools to enable researchers gain a better 
understanding of complex diseases. The 
company offers the most comprehensive 
end-to-end solution for high-parameter tissue 
analysis from discovery through clinical 
and translational research, enabling more 
precise therapies for immunooncology and 
other applications. Akoya’s CODEX platform 
enables assessment of 40+ biomarkers per 
slide. The Phenoptics platform provides the 
assay robustness and throughput necessary 
for translational and clinical research.
www.akoyabio.com

Supporters
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AURORA MSCOPE
Aurora mScope is a global leader in developing 
and implementing digital pathology image 
management software solutions. Our systems, 
which are developed by pathologists, are 
secure, HIPPA compliant, web-based, and 
scanner agnostic, allowing for easy image 
access, and intuitive viewing and reporting 
on smart phones, tablets, and computers 
anywhere, anytime. Over the last several 
years, Aurora has installed some of the largest 
integrated telepathology solutions that are 
operational in North America and Europe.
www.aurorainteractive.com

INSPIRATA
Inspirata’s comprehensive cancer informatics 
solutions bring together disparate data 
throughout the entire cancer care journey 
to drive informed decisions that improve 
survivorship. We’ve assembled the most 
advanced and proven technologies to help 
you address the complex challenges of 
delivering cancer care and conducting ground-
breaking research. We combine leading digital 
pathology solutions with automated cancer 
registry solutions, comprehensive cancer 
informatics and advanced patient engagement 
tools to bring you the broadest oncology 
informatics platform available today.
www.inspirata.com

Exhibitor & Content Sponsors

PAIGE.AI
Paige was founded in 2017 by Thomas Fuchs, 
Dr.Sc., and colleagues from Memorial Sloan 
Kettering Cancer Center. The Company builds 
computational pathology products designed 
so patients and their care teams can make 
effective, more informed treatment decisions. 
With this new class of diagnostic devices 
positioned to drive the future of pathology, 
Paige created a platform to deliver this novel 
technology to pathologists to transform their 
workflow and increase diagnostic confidence 
and productivity. Paige’s lightweight platform 
was purpose-built with pathologists to offer an 
intuitive user experience, lower barriers to digital 
adoption, minimize IT burden and costs — while 
ensuring patient safety and data privacy. Paige’s 
products deliver insights to pathologists so they 
can arrive efficiently at more precise diagnoses 
for patients. Paige is the first company to 
receive FDA breakthrough designation for 
computational pathology products.
www.paige.ai

TECHCYTE

Headquartered in Orem, Utah, Techcyte, Inc. 
was founded in 2013 and is the world leader 
in AI-based cellular digital diagnostics. 
Techcyte's use of deep machine learning to 
perform automated analysis of whole slide 
microscopy images is revolutionizing digital 
diagnostics in research, pharmacology, 
environmental monitoring, and human and 
animal health.
www.techcyte.com

DEEP BIO

Deep Bio aims to empower pathologists 
and streamline their clinical workflows 
with AI cancer diagnostic software. Our 
software, DeepDx analyzes digitized 
images of patient biopsies, to detect and 
grade cancer. Our first solution focuses on 
Prostate cancer, and based on the Gleason 
Grading System, it provides percentages 
of each Gleason pattern and total tumor 
area in seconds. It is the leading solution 
providing these quantification metrics and 
gland-level segmentation.
www.deepbio.co.kr

Exhibitor & Content Sponsors

MICROSCOPEIT
www.microscopeit.com

Supporters

CARIS LIFE SCIENCES

Caris Life Sciences® is a leading innovator 
in molecular science focused on fulfilling 
the promise of precision medicine through 
quality and innovation. The company’s 
suite of market-leading molecular profiling 
offerings assess DNA, RNA and proteins 
to reveal a molecular blueprint that helps 
physicians and cancer patients make more 
precise and personalized treatment decisions. 
Headquartered in Irving, Texas, Caris Life 
Sciences offers services throughout the U.S., 
Europe, Asia and other international markets.
www.carisvirtualexhibit.com

SCOPIO LABS
https://scopiolabs.com



AKOYA
Unmix, Uncover, Discover

PD-L1 EXPRESSION ON MEMBRANE PER CELL

Akoya Biosciences, Inc. 855.896.8401 www.akoyabio.com

WITH UNMIXINGWITHOUT UNMIXING

Autofluorescence, prevalent in FFPE, obscures true signal. Only Akoya can 
unmix autofluorescence so you can accurately quantify PD-L1 expression.

Learn 
More
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CONFERENCE WORKSHOPS
INCLUDED IN YOUR PACKAGE

Agenda Workshop
Sponsored by:

Requirements for AI-based digital diagnostics to be useful in real-life practice 

AI is poised to bring breakthrough benefits to patients, healthcare system and laboratories. AI powered 
digital diagnostics can help patients get accurate and precise diagnoses, health systems be more efficient 
and help laboratories streamline workflows and save time. Yet we know that AI in clinical practice has its 

pitfalls and have seen it fail in the past.

During this talk, Carla Leibowitz, Chief Business Development Officer at Paige, will discuss best practices for 
developing and using AI-based digital diagnostics in real-life practice to aim for success and avoid common 

pitfalls. And Alain Borczuk, MD, Chief of Thoracic Pathology and Professor of Pathology at Weill Cornell Medicine 
will present a recent clinical study that analyzes how the use of Paige’s cancer detection technology by GU 

pathologists to interpret prostate needle biopsy slides enhances quality by influencing post- signout sensitivity 
and specificity, as well as efficiency. In addition, information on the Paige Platform, a comprehensive software 
solution that is available for use today and is inclusive of a viewer and storage capabilities will be presented.

Day 1: Thursday 19th Nov 2020 / 2:30-3:30 EST

Carla Leibowitz 
Chief Business Development 

Officer, Paige 

Alain Borczuk
MD, Chief of Thoracic 

Pathologyand Professor 
of Pathology at Weill 

Cornell Medicine
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Welcome Address8:35

KEYNOTE ADDRESS:
ANANT MADABHUSHI
F. Alex Nason Professor II of Biomedical Engineering, Case Western Reserve University and Research Health Scientist at the Louis Stokes Cleveland VA
Non-Destructive tissue based Companion Diagnostics: Implications for Disease Prognosis and Predicting Therapy Response 
At the Center for Computational Imaging and Personalized Diagnostics (CCIPD) at Case Western Reserve University, we have been developing computerized knowledge alignment, 

representation, and fusion tools for integrating and correlating heterogeneous biological data spanning different spatial and temporal scales, modalities, and functionalities. These tools include computerized 
feature analysis methods for extracting subvisual attributes for characterizing disease appearance and behavior on radiographic (radiomics) and digitized pathology images (pathomics). In this talk I will 
discuss the development work in CCIPD on new radiomic and pathomic approaches for capturing intra-tumoral heterogeneity and modeling tumor appearance. I will also focus my talk on how these 
radiomic and pathomic approaches can be applied to predicting disease outcome, recurrence, progression and response to therapy in the context of prostate, brain, rectal, oropharyngeal, and lung cancers. 
Additionally I will also discuss some recent work on looking at use of pathomics in the context of racial health disparity and creation of more precise and tailored prognostic and response prediction models.

8:45-9:25
9:25-10:00

ERIC WIRCH
Chief Technology Officer, Corista LLC
DAVID WILBUR
Chief Medical Scientist & Pathologist, Corista
Teleconsultation in Pathology: Optimizing Infrastructure to Achieve Best Practices

Teleconsultation is one of the premier functionalities that digital pathology addresses. The ability to instantly share digital cases with colleagues inside and outside of one’s institution brings 
improvement in accuracy and efficiency. The added benefit of insourcing expert teleconsultations adds new and more efficient revenue streams to subspecialized centers. The concept of 
teleconsultation brings multisite systems together as one, and can create virtual subspecialty networks within an organization whether geographically separated or not. Creating the correct 
infrastructure for internal, external, multisite, and expert subspecialty teleconsultation is important to achieve maximal efficiency.  Each task requires unique architectural features.
This session will review the various modes of teleconsultation and the unique infrastructures which best enable each of them.

10:00-10:30

KEYNOTE ADDRESS:
ANIL PARWANI
Professor of Pathology, Ohio State University
Advancing Digital Pathology and AI tools for Clinical Diagnostics: Where are we on the hype cycle?
Automated whole slide imaging (WSI) scanners are now rendering diagnostic quality, high-resolution images of entire glass slides and combining these images with innovative 

digital pathology and artificial intelligence tools that are making it possible to integrate imaging into all aspects of pathology workflow including anatomical, clinical and molecular pathology. 
Deep learning and AI algorithms are making their way from research into clinical arena and many labs are toying with the idea of implementing these for clinical work. Where are we in 201 with 
these tools and technologies and what is adoption like in these settings? This talk will focus on the need for tools like digital pathology and AI and what will it take to make it happen.

AI FOR IMAGE ANALYSIS AND ADVANCEMENTS IN IMAGING IMPLEMENTATION: PRACTICALITIES AND COSTS

Morning Break / Poster Presentations / Exhibition10:30-11:00

11:00-12:00

STANLEY COHEN
Emeritus Chair of Pathology & Founding Director, Center for Biophysical Pathology, 
Rutgers-NJMS; Adjunct Professor of Pathology, University of Pennsylvania
Artificial Intelligence 101.5  Practical Aspects of AI training
Computers do not exhibit true intelligence since they are incapable of thought. 

Rather, what computers can do is to learn; i.e. to improve their performance through training 
(teaching). This presentation will provide a broad overview of some basic concepts and 
strategies for achieving this and will do so while requiring minimal to no mathematical 
or computer science background. The focus of this presentation will be on strategies for 
dealing with issues such as the need for huge annotated training sets with class imbalance, 
and with ambiguities in the datasets themselves. Topics covered are transfer leaning, N-shot 
learning, one class learning, autoencoders, GANs and Siamese networks, as well as PU 
learning, all within the context of (a) basic clustering algorithms and support vectors, (b) 
naive Bayes, and (c) elementary fully connected and convolutional networks. 

11:00-11:30

KIM SOLEZ
Professor Faculty of Medicine & Dentistry, University of Alberta, Canada
An Academic Perspective on Digital Pathology with New Ways of Defining 
Success 
At the just concluded 14th Banff Conference on Allograft Pathology in Pittsburgh 

it appeared that most pathology departments were positively inclined toward digital pathology 
and using it for education, research, and archiving but few are completely digitized using 
digital pathology for primary diagnosis clinically. We should stop using complete digitization 
as a metric of success and be satisfied with the vast majority of pathology departments which 
are positively inclined toward the technology. Digital pathology is a part of digital medicine, 
artificial intelligence, and regenerative medicine. It will progress with inexorable forward 
momentum even if pathologists resist. In settings where pathologists dig in their heels and 
resist, digitization efforts could be led by non-pathologists, since digital pathology approaches 
are a necessary precondition for artificial intelligence initiatives

*Reminder all times are in EST timezone UTC−05:00
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11:00-12:00

Continued

11:30-12:00

BEATRICE KNUDSEN
Medical Director of Digital and Computational Pathology at ARUP, University of Utah
On the Crossroads of Diagnostic Pathology, Genomics and Image Analysis 
for Patient Outcomes Prediction
Cell plasticity and NED in prostate cancer are indicators of poor outcome and 

associated with treatment resistance. We intersect targeted image analysis features and 
gene expression signatures to develop and validate a model that outputs a neuroendocrine 
differentiation (NED) histoscore for cancer regions in prostate needle biopsies. 
• We provide proof-of-principle evidence that NED histoscores can be obtained from H&E 

stained prostate cancer regions.
• We use gene expression and pathway activation signatures to “validate” NED histoscores.
• We demonstrate the prognostic ability of the NED histoscore in a multivariate linear 

regression model
Altogether, in prostate cancer prognostication through image analysis has the potential to 
outperform genomic assays. A similar approach can be used for other cancer types (i.e. lung 
cancer) in which NED is associated with prognosis and treatment resistance.

1:00-1:30

Lunch12:30-1:00

1:30-2:00

GERARDO FERNANDEZ
Associate Professor, Mount Sinai Pathologists
AI-Enabled Pathology in Tumor Phenotyping
Computational pathology and in particular deep 
learning methods are currently being used at a rapidly 

increasing pace to interrogate digital histopathologic images. The 
majority of early efforts have focused on creating tools that help 
pathologists perform both routine tasks and difficult tasks more 
efficiently and more accurately. Although we have not fully leveraged 
these technologies to maximize clinical value in the digital diagnostic 
“cockpit”, it is of special interest how these computational and 
data science disciplines can transform tumor phenotyping and by 
extension personalized clinical management decisions.

1:30-2:00

ROUNDTABLE SESSION 1:

Table 1: Integration of Digital 
Pathology Across the Workflow
ELIZABETH BROOME
Clinical Professor of Pathology, UCSD, 
Medical Director, Clinical Hematology 
Laboratories, UC San Diego Health

Table 2: Regulation of Digital 
Pathology
SANJA ŠTIFTER 
Professor at Faculty of Medicine, 
University in Rijeka, Croatia; staff 
pathologist in Pathology Institut, 
Aarhus University Hospital, Denmark

LEWIS HASSELL
Director of Anatomic Pathology, University of Oklahoma 
Health Sciences Center
Leading or Lagging- Is Digital Pathology a Bane or 
Boon to Pathology Training Programs?

Two decades into the digital transformation of pathology, and 
several years post-FDA approval, the adoption curve still seems to 
have a painfully slow slope. Nowhere is this more evident than in 
applications to the training process of new pathologists where the 
gap between potential and actual performance remains wide. With 
the adjunct potential of applying AI the value proposition for digital 
pathology tools in education seems to be enhanced. This talk will 
review some of the key competencies where digital pathology is 
delivering on its promise, and explore other competencies where 
it still lags. How AI might shift this imbalance will be explored and 
recommendations made for training programs that wish to lead 
rather than lag.

1:30-2:30

DAY 1 THURSDAY NOVEMBER 19TH 2020

12:00-12:30

SPEED NETWORKING SESSION
Please join us in the ‘networking area’ for this interactive session. Networking and collaboration is vital in the industry, therefore we have designed this session for you to meet other 
attendees for a series of 3 minute speed networking video calls. If there is mutual interest – exchange virtual business cards, and arrange a more formal meeting after the session.

MARC COUTIER 
Medical Director of Parasitology/Fecal Testing, Infectious Disease Antigen Testing, ARUP Laboratories; Associate Professor of Pathology - University of Utah
Artificial Intelligence and Machine Learning for Intestinal Parasite Detection
Artificial intelligence (AI) has been a recent tool for clinical pathology and clinical microbiology specifically to integrate into diagnostic care. What can AI and computer vision 
do for microbiology? In the world of parasitology, we have developed and integrated the world’s first AI model which augments the technologist’s workflow in order to aid 

in detection of intestinal protozoa. The integration of the AI model and computer vision makes the work of detecting protozoa from stool: faster, more sensitive, and more enjoyable. This 
presentation will explore the current technology deployed in our laboratory as well as provide a sneak peek at the next generation of AI model for additional detection of less common protozoa.
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DAVID MCCLINTOCK
Associate CMIO, Pathology and Director, Digital 
Pathology, Michigan Medicine
If you don't scan yer slides, you can't have any AI! 
Breaking down the walls around Digital Pathology

Over the past 2-3 years, the hype surrounding the application of 
artificial intelligence to the practice of pathology has exploded. 
However, even as interest in AI in pathology has grown, 
implementation of AI’s enabling technology, digital pathology, is 
still slow, with only a handful of pathology practices adopting a 
completely digital workflow.  There are multiple reasons for this, 
including a paucity of FDA cleared digital pathology systems for 
primary diagnosis, significant startup costs, disruptions to histology 
and signout workflows, regulatory ambiguity towards digital 
pathology, and ultimately pathologist apathy. This talk will explore 
how to reframe the digital pathology adoption argument in our 
new AI-driven world and provide a pathway for gaining business 
acceptance within your institution.

2:30-3:00

WORKSHOP
Sponsored Session 2:30-3:30

by Paige AI

Further details on page 8

No Track Talk

2:00-3:00

2:00-2:30

Table 3: Advances in 
standardization of digital pathology
HEATHER WILLIAMS
Clinical Scientist, King’s College 
London, UK
Table 4: Multiplex immunostaining 
and analysis roundtable
TREVOR MCKEE
Computational Pathology Image 
Analysis Manager, STTARR Core 
Facility, Princess Margaret Cancer 
Centre, Toronto ON. & Adjunct 
Lecturer, University of Toronto, Canada
For more information see end of day 1

1:30-2:30

DAY 1 THURSDAY NOVEMBER 19TH 2020

PANEL DISCUSSION:
The Future of Digital Pathology

KEITH KAPLAN (Chair)
Chief Medical Officer, Corista

ANIL PARWANI
Professor of Pathology, Ohio State University

LIRON PANTANOWITZ
Professor of Pathology & Director of Anatomical 
Pathology, University of Michigan

DAVID WILBUR
Chief Medical Scientist & Pathologist, Corista

SONALI NATU
North Tees at the North East Cancer Alliance

TIM BRACEY
Service Line Clinical Director, Peninsula Pathology 
Network

3:00-3:30

JUAN RETAMERO
Staff Pathologist, Philips Digital and Computational Pathology
Digital Pathology: Experiences of those who have made it from around the World
Digital pathology is slowly being adopted as an alternative to traditional microscopy for routine clinical diagnosis. Digital 
pathology promises improved lab efficiency, better staff satisfaction and opens the door to computational pathology and 

integrated diagnostics. But how much of this is true and how much is actually hype? What challenges will your organization encounter in the 
process towards full digitization? In this talk, Dr Juan A. Retamero, a digital pathology consultant, will share experiences, mistakes and how to 
avoid them, from those who have transitioned to full digitization from around the world.

Afternoon Refreshments / Poster Presentations / Exhibition3:30-4:00
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4:00-4:30

ELIZABETH BROOME
Clinical Professor of Pathology, UCSD, Medical Director, Clinical Hematology 
Laboratories, UC San Diego Health
Digital Pathology in the Clinical Hematology and Rapid 
Response Laboratories

1. Slides commonly reviewed by microscopy in rapid response/clinical hematology laboratories:
• Wright-Giemsa stained blood smears and body fluid cytospins
• Gram stained body fluids
• Kleihauer-Betke blood smears for fetal-maternal bleed assessment
2. Digital microscopy can address ongoing challenges including:
• 24 hours/ 7 days per week expert availability
• Maintaining competency
3. Issues with digital microscopy and remote review:
• Non-cover slipped slides require oil immersion
• Stains are not “reagents” with good controls
• CLIA licenses are site specific. 
• Information system access to protected health information would help with interpretation of 

microscopic findings (e.g. immature mononuclear cells)

4:30-5:00

EDWIN ROGER PARRA CUENTAS
Assistant Professor, MD Anderson
Tumor Immuno-profiling Strategies using Multiplexed Platforms and Image Analysis Approaches
Multiplexed platforms for multiple epitope detection have emerged in the last years as very powerful tools to study tumor tissues. These revolutionary technologies provide important 
visual techniques for tumor examination in formalin-fixed paraffin-embedded specimens to improve the understanding of the tumor microenvironment, promote new treatment 

discoveries, aid in cancer prevention, as well as allowing translational studies to be carried out. Multiplexed methodologies and image analysis strategies can allow important information about 
immune cell co-expression and their spatial-pattern distribution in the tumor microenvironment. However, the development of these new methods requires a multidisciplinary team including 
pathologists, oncologists, immunologists, engineers, and/or computer scientists. In addition, for research pathologists to use highly-multiplexed methods, these methodologies require automation to 
allow efficient and quick provision of information as well as easy analysis.

DAY 1 THURSDAY NOVEMBER 19TH 2020

AI FOR IMAGE ANALYSIS AND ADVANCEMENTS IN IMAGING IMPLEMENTATION CASE STUDIES

4:00-4:30

ANDY NGUYEN
Medical Director, Professor of Pathology and Laboratory Medicine, 
Director of Hematopathology
Automated lymphoma diagnosis utilizing Whole Slide Imaging 
and Deep Learning

Recent studies have shown promising results in using Deep Learning to detect malignancy 
in whole slide imaging. Studies had been limited to just predicting positive or negative 
finding for a specific malignancy. We attempted to build a diagnostic model for four 
diagnostic categories of lymphoma. Our Deep Learning software, a convolutional neural 
network, was written in Python language. We obtained digital whole-slide images of 
128 cases including 32 cases for each diagnostic category. Four sets of 5 representative 
images, 40x40 pixels in dimension, were taken for each case. For each test set of 5 
images, the predicted diagnosis was combined from prediction of five images. The test 
results showed excellent diagnostic accuracy at 95% for image-by-image prediction and 
at 100% for set-by-set prediction. This preliminary study provided a proof of concept for 
incorporating automated lymphoma diagnostic screen into future pathology workflow to 
augment the pathologists’ productivity.

End of Day 15:00



region/worldwide licensing requirements, data privacy, consent, 
and quality control. Currently, while a pathologist does not need to 
be licensed in a particular state to consult or render a secondary 
diagnosis, the pathologist does need to be licensed in the same 
state where a primary diagnosis is rendered in a CLIA-certified 
laboratory setting.

Table 3: Advances in standardization of 
digital pathology
HEATHER WILLIAMS
Clinical Scientist, King’s College London, UK
If ‘everyone’ is going digital, why does there 

remain a paucity of resources related to the standardization 
of digital pathology (DP)? DP platforms are becoming 
indispensable tools, but there is a disconnect between pathology 
professionals’ experiences, integration into clinical practice, 
and literature. Barriers to integration include, but are not 
limited to, standardization guidelines, large scale validation 
requirements, implementation across health centers (and 
states/countries), costs associated with storage/backup of data, 
training requirements, logistical implementation into LIMS, cost-
effectiveness, data privacy, and legality by regulatory/governing 
bodies. In future, these solutions will replace the ‘microscope,’ 
but we need widespread standardization and engagement to 
realize the benefits of these tools in diagnostic medicine. We 
will discuss the pros/cons of laboratory specific DP solutions, 
including what is next for the field.

Table 4: Multiplex immunostaining and 
analysis roundtable
TREVOR MCKEE
Computational Pathology Image Analysis 
Manager, STTARR Core Facility, Princess Margaret 
Cancer Centre, Toronto ON. & Adjunct Lecturer, 
University of Toronto, Canada

• Discussion of types of multiplex immunostaining datasets - 
brightfield, immunofluorescence, imaging mass 

• Cytometry - and considerations from a file format and 
analysis perspective

• Discussion of how to QC and validate segmentation 
approaches in a multiplex setting - including use of markers 
for membrane, cytoplasm, and specific tissues (epithelial, 
stromal, immune)

• Outline of various commercial and open source based 
methods for image segmentation

• Post processing considerations for high dimensional 
analysis of multiplex datasets - tSNE, UMAP, supervised 
and unsupervised phenotyping

ROUNDTABLE INFORMATION

6TH DIGITAL PATHOLOGY & AI CONGRESS: 2020

DAY 1: 1:30-2:30 
ROUNDTABLE SESSION 1:

Table 1: Integration of Digital Pathology 
Across the Workflow
ELIZABETH BROOME 
Clinical Professor of Pathology, UCSD, Medical 
Director, Clinical Hematology Laboratories, UC 

San Diego Health
Equipment specifications and procurement procedure
• Technical specifications for scanning, storage and review
• Pathologist work stations
• Integration with laboratory and hospital information 

systems
Advantages over traditional microscopy work flow 
• Expertise availability via remote consultation
• Teaching  
• Turnaround time
• Archiving
• Quantification (e.g. mitoses, PD-1/ PDL-1+ cells, percent 

tumor)
• Side by side viewing of specific regions of sections
• Research facilitation including machine learning
• Ergonomics
Special needs of areas such as hematopathology, 
cytology, and immunofluorescence.

Limitations: 
• Time to scan for primary diagnostics/ frozen sections. 
• Systematic quality control

Table 2: Regulation of Digital Pathology
SANJA ŠTIFTER
Professor at Faculty of Medicine, University in 
Rijeka, Croatia; staff pathologist in Pathology 
Institut, Aarhus University Hospital, Denmark

In the context of the COVID-19 public health emergency, 
expanding the availability of remote digital pathology devices 
may help facilitate pathology services while reducing healthcare 
personnel contact and risk of potential exposure to SARS-
CoV-2. The number of laboratories expected to adopt digital 
pathology is expected to grow significantly in the next decade, 
which means that pathologists will need to consider specific 
regulations, national/ international licensure requirements. Data 
privacy concerns remain an open issue as well. The exponential 
advancement of digital health technologies presents a clear 
imperative for a new regulatory framework that addresses the 
key differences between digital pathology and traditional medical 
devices. It also needs to articulate the demand for pathologists. At 
the same time, pathologists must consider harmonized in-house/
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Welcome Address8:50

KEYNOTE ADDRESS: 
HAMID TIZHOOSH
Professor, Director of Kimia Lab, University of Waterloo, Canada
AI, Digital Pathology and Observer Variability: From Image Search to Building Diagnostic Consensus
The talk will investigate the following questions and attempt to find some answers:

• What does AI offer for digital pathology?
• How does observer variability affect diagnosis?
• How does image search work?
• How can image search contribute to diagnostic consensus?

8:50-9:30

JOE LENNERZ
Associate Chief of Pathology, Medical Director, Massachusetts General Hospital, Center for Integrated Diagnostics, Boston
DICOM - Back to the Future
The first standard entitled "Digital Imaging and Communications" (DICOM) was released in 1985 - the same year that Marty McFly time-traveled at 88 
miles per hour in Doc Browns DeLorean. Why is this standard so valuable?  This session will provide a primer regarding the value proposition of standards, 
including DICOM, for digital pathology adoption. Do you think DICOM is ready for the 1.21 gigawatts of AI in pathology?

9:30-10:00

COMPUTATIONAL PATHOLOGY AND AI COMPUTATIONAL PATHOLOGY AND AI

Morning Break / Poster Presentations / Exhibition10:00-10:30

10:30-11:00

10:30-11:00

TAE HYUN HWANG
Lerner Research Institute, Cleveland Clinic
Machine Learning Driven Spatial Tumor Immune Microenvironment 
Analysis to Predict Response and Resistance to Immune-checkpoint 
inhibitors in Gastric Cancer.

Retrospective analysis of GC patients treated with Immune checkpoint inhibitors (ICI) 
showed that there are subsets of GC patients who have significant response to ICI but the 
molecular mechanisms are largely unknown. We are developing novel machine learning 
and artificial intelligence algorithms utilizing digital histopathological whole slide images 
with matched spatial transcriptome data (GeoMx) to 1)understand spatial organization of 
TILs and MSI-H tumors and 2)perform spatial transcriptome analysis of TILs and MSI-H 
tumor regions to better understand of ICI response. Our preliminary analysis demonstrates 
that spatial organization and cellular heterogeneity of TILs and MSI-H tumor cells could 
provide a novel biomarker to predict ICI response. Our work provides new foundation of 
how spatial profiling and image analysis for predicting immunotherapeutic responsiveness 
and new therapeutic targets.

DAY 2 FRIDAY NOVEMBER 20TH 2020

RISH PAI
Consultant Pathologist and Professor 
of Laboratory Medicine and Pathology, Mayo Clinic
Leveraging AI-driven quantitative histopathology to identify 
novel prognostic signatures in colorectal carcinoma

Colorectal carcinoma is histologically heterogenous and current pathologic assessment does 
not capture this variability in a quantitative manner. We aimed to develop a deep learning 
AI model to accurately identify and quantify numerous histologic features in colorectal 
carcinoma. The model was trained on tissue microarrays of colorectal carcinomas (N=230) 
to identify histologic features and validated against interpretations by expert gastrointestinal 
pathologists. Increased poorly differentiated clusters/tumour budding and immature stroma 
were associated with lymphatic, venous, and perineural invasion (all P<0.001). Inflammatory 
stroma and increased tumour infiltrating lymphocytes were inversely associated with these 
features and were positively associated with increased density of CD8 T-cells (P<0.001). 
These findings demonstrate the power of deep learning to provide quantitative assessment 
of histologic features in colorectal carcinoma.

11:00-11:30

MARTIN STUMPE
Senior Vice President, Head of Data Sciences, Tempus Inc.
Artificial Intelligence or Artificial Inelegance: The State of AI in Cancer 
Diagnostics
Machine learning applications are advancing rapidly into virtually all areas 

of our lives. Healthcare is not an exception to that. Machine learning, and in particular 
computer vision has vast potential for increasing the accuracy and availability of medical 
diagnosis. Beyond diagnosis, it can also facilitate novel feature discovery, better treatment 
recommendations, and ultimately play a key role in making the vision of precision medicine 

11:00-11:30

OLULANU AINA
Scientific Director (Pathology), Janssen Pharmaceutical Company of Johnson 
& Johnson
Digital Pathology Quantitative Image Analysis and Artificial Intelligence 
in Toxicologic Pathology and Nonclinical Safety Assessment

• Toxicologic Pathology and Nonclinical Safety Assessment are essential to drug 
discovery and development and critical to patient care.

• Pharmaceutical companies employ preclinical basic research and toxicology studies in 
animals species to determine dose, efficacy, safety, and pharmacology of investigational drugs.

COMPUTATIONAL PATHOLOGY AND AI PHARMA AND INDUSTRY CASE STUDIES

*Reminder all times are in EST timezone UTC−05:00
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11:30-12:00

DOUGLAS HARTMAN
Associate Professor of Pathology, Director of Division 
of Pathology Informatics and Image Analysis Lab, 
University of Pittsburgh Medical Center
Implementation of Image Analysis for 
Clinical Reporting and Developing Artificial 
Intelligence for Pathology Reporting

• Describe the creation of an Image Analysis lab for clinical reporting
• Review the current artificial intelligence/image analysis challenges
• Discuss a framework for future implementation of artificial 

intelligence in pathology reporting

11:30-12:00

12:00-12:30 12:00-12:30

KEN SCHULTZ
Digital Pathology Team Lead, Principal Scientist, 
Novartis PM
Digital pathology workflow implementation to 
support BM development and clinical trials at 

Novartis Precision Medicine
Tradition IHC biomarker analysis is limited by:
• The number of available tissue slides per patient
• Manual microscope evaluation by a pathologist is time and cost 

consuming
• Only qualitative or semi-qualitative analyses is feasible by a pathologist
To solve these issues, Novartis has implemented multiplex IHC/ISH 
technology using a digital pathology machine learning approach to 
improve data generation and sharing using the HALO platform. This talk 
will present the workflow currently established for multiple biomarkers 
and indications. Starting with HALO digital analysis and ending with 
spatial analysis, which includes infiltration and spatial proximity.

ROUNDTABLE SESSION 2:
Table 1: Novel Deep Learning 
Applications
ALINA IUGA
Clinical Associate Professor of 
Pathology & Laboratory Medicine, 
University of North Carolina at 
Chapel Hill
Table 2: Regulation of Digital 
Pathology
S. JOSEPH SIRINTRAPUN
Director of Pathology Informatics, 
Memorial Sloan Kettering Cancer 
Center
Table 3: The Challenge of 
Annotation in DP
JEAN-CHRISTOPHE 
OLIVO-MARIN
Head of the Bioimage Analysis
Table 4: Global Use of Digital 
Pathology
MATTHEW HANNA
Assistant Attending, Memorial Sloan 
Kettering Cancer Center
For more information see end of day 2

11:30-12:30

DAY 2 FRIDAY NOVEMBER 20TH 2020

YUKAKO YAGI
Director of Pathology, Memorial Sloan Kettering 
Cancer Center
Computational Pathology and AI on 3D Imaging
The computational analysis of multi-modal imaging 

has been showing important roles in medical research, discovery as 
well as in clinical. We have been working on developing methods for 
management, visualization and automated analysis of FISH, CISH, 
MicroCT, endoscopy, surgery and histology 3D imaging on a cell-
by-cell level. Deep-learning technologies will also be deployed to 
correlate histology to the 3D microCT scans and increase accuracy 
in visualization of representative histopathological features. Describe 
the challenges of multimodal imaging and how to overcome.

11:00-11:30

come true. This talk will discuss the state of the field, including a few highlights from recent 
years, as well as open challenges.

11:00-11:30

• Histopathologic evaluation of tissue slides from these preclinical studies is greatly 
enhanced by integrating digital pathology and machine learning into the tissue 
evaluation workflow.

• Also presented are lessons learned from digital pathology implementation at Janssen 
during COVID-19.

JAIME RODRIGUEZ-CANALES
Senior Pathologist, Translational Pathology & Biomarker 
Analysis, AstraZeneca
MICHAEL SURACE
Scientist II, AstraZeneca
Multiplex Immunofluorescence, from Exploratory to 
Clinical Studies: The Point of view of the Pathologist 
and the Translational Scientist
The development of multiplexing platforms for 
the simultaneous analysis of tissue biomarkers 

have revolutionized the study of the inflammatory tumor 
microenvironment in cancer patient biopsies. So far, multiplexing 
technologies applications have been mainly focused on exploratory 
studies with the goal of identifying novel predictive, prognostic, 
or pharmacodynamics biomarkers. However, there is a growing 
interest on the application of multiplexing methods for patient 
selection in clinical trials. This next step will require a thorough 
validation of the multiplex assays before its application in the 
clinical environment. In this talk, a pathologist and a scientist 
working for over three years in multiplex technologies will present 
the challenges and caveats involving in the development of 
multiplex assays, from preanalytical variables in clinical tissue 
specimens to the multiplex staining, scanning, analysis and data 
processing, including potential solutions and next steps towards the 
validation of multiplex assays for clinical applications.
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2:00-2:30

SHRAVANI SHITOLE
Senior Pathology Scientist, Ultivue
A concordance study between digital analysis vs. manual scoring for PD-L1 and CD8 in NSCLC using the ImmunoVUE™ PD-L1 multiplex assay 
and a brightfield laboratory developed test
•   Assessing the use of digital image analysis tools to accurately quantify PD-L1 positive tumor cells and CD8+ T cells and correlate the data with the conventional manual 

scoring method used in the clinical setting by both brightfield and multiplex immunofluorescent assays.
• Discussion of concordance in PD-L1 and CD8 scoring by digital analysis in samples stained by IHC and by the ImmunoVUE™ PD-L1 IF multiplex assay.
• Discussion of a concordance between digital analysis vs. manual scoring for PD-L1 and CD8 markers in NSCLC samples stained by IHC and by the ImmunoVUE™ PD-L1 IF multiplex assay.

Lunch1:00-2:00

12:30-1:00

SPEED NETWORKING SESSION
Please join us in the ‘networking area’ for this interactive session. Networking and collaboration is vital in the industry, therefore we have designed this session for you to meet other 
attendees for a series of 3 minute speed networking video calls. If there is mutual interest – exchange virtual business cards, and arrange a more formal meeting after the session.

2:30-3:00

RAJENDRA SINGH
Assistant Professor in Dermatology and Pathology, Mount Sinai School of Medicine
MATTHEW HANNA
Clinical Instructor, Memorial Sloan Kettering Cancer Center
PathPresenter- A collaborative platform for data sharing in medicine
From diagnostics, treatment protocols, to predicting outcomes, AI applications 
are revolutionizing how the health sector works to improve patient care, reduce 
spending, and improve outcomes. This rapid change is fueled by the availability 
of big data, modern computational power, advanced data analytics, and cheaper 
cloud storage. Medical images are large and complex. These include pathology 

images, radiology images, endoscopy videos, molecular data, etc. The images have various file 
formats like DICOM, SVS, BAM, ISYNTAX, TIFF, etc. Currently no open-access platform allows 
secure upload of all types of medical data in a single platform. Most current technologies work 
in silos with little interoperability. Available platforms are heavily AI-centric and provide tools 
to train ML algorithms, with no tools for practice management or education. No solutions are 
available to pool data across hospitals or other institutions to use for collaborative research. 
Academic centers and hospitals need a platform that allows sharing of all kinds of medical 
data and inbuilt tools to use the data.PathPresenter (PP) is a solution built by pathologists 
who understand the proper use and context in which these images and data could be used to 
enhance practice, research, and education in medicine. The freely available public platforms 
allows access to thousands of digital slides. The interconnected AI platform allow sharing of 
data for research and education. During our session we will showcase the interconnected 
platforms and how one can use the available tools to enhance education, practice and 
research in their departments and organizations.

2:30-3:00

SRIPAD RAM
Senior Principal Scientist, Pfizer
Is a single FFPE section adequate for quantifying the abundance and spatial 
distribution of immune cells localized by IHC in murine tumor tissue?
Digital image analysis (DIA) of immunohistochemistry (IHC) images is 

routinely performed to quantify immune cell infiltration in the tumor microenvironment 
of murine syngeneic tumors for immuno-oncology projects.  A retrospective analysis of 
our internal IHC-DIA data revealed significant variability in cell density estimates for nine 
immune cell phenotype-related antigens, even within vehicle control groups. To identify 
the sources of variability we performed a series of experiments in four different murine 
tumor models (n = 4-6 animals/model) to evaluate: 1) assay reproducibility, assessed from 
15 serial sections for each immune cell antigen, 2) ) intra-animal variability, determined 
from 10 step sections (100 microns/step) for each immune cell antigen, and 3) inter-
animal variability, assessed by comparing DIA results among different animals within a 
tumor model. Our analysis shows that inter-animal variability was the dominant source of 
variation for the immune cell markers in all tumor models evaluated. Further, the low level 
of intra-animal variability suggests that a single section from each tumor was adequate 
for estimating immune cell density for a given specimen. Results of a power analysis using 
retrospective IHC-DIA data for the same antigens will also be presented.

COMPUTATIONAL PATHOLOGY AND AI PHARMA AND INDUSTRY CASE STUDIES

3:00-3:30

3:00-3:30

GEORGE LEE
Digital Pathology Informatics Lead, Bristol-Myers Squibb
Exploring the future of digital pathology in immuno-oncology and 
companion diagnostics 
The explosion of immuno-oncology trials available today necessitates the 

need for companion diagnostics to enrich for patient populations which will respond to 
therapy. Understanding the tumor microenvironment is essential to the success of I-O 
patient selection strategies. Automated image analysis and artificial intelligence  are likely 
to play a key role in I-O

JOEL SALTZ
Chair, Department of Biomedical Informatics, Stony Brook University
Computational Pathology: Deep Learning, Classification and Predicting 
the Future 
I will provide a broad overview of deep learning and computational 

Pathology to articulate future possibilities and describe what has already been 
accomplished. I’ll describe current H&E based tumor infiltrating lymphocyte, tumor 
segmentation methods, scalable, high throughput methods for segmenting and classifying 
cells and methods for automating Pathology whole slide image classification. The talk 
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3:30-4:00

YAIR RIVENSON
Adjunct Professor, UCLA
The virtual histotechnologist: how deep learning enables computational 
staining of labelfree tissue sections
•   We demonstrate virtual staining enabled by deep learning. 

• Virtual staining is performed on labelfree tissues sections. These tissue sections can be 
imaged using a standard fluorescence microscope (imaging of the tissue endogenous 
fluorophores), quantitative phase imaging (where the contrast is given by refractive 
index variation). 

• Using supervised learning, we train deep networks to perform multiple stains on the same 
tissue sections, enabling composite staining representations. 

• Virtual staining has the potential to change the histotechnologists workflow.

3:30-4:00

ALEXANDER KLIMOWICZ
Senior Principal Scientist, Immunology & Respiratory Disease Research, 
Boehringer-Ingelheim
Characterization of diseased human colon using multiplex 
immunohistochemistry and quantitative image analysis 

T cell exhaustion and the PD-L1/PD-1 checkpoint axis have been extensively characterized 
in blood cells and human tumors. This has provided a better understanding of the role this 
pathway plays in tumor immunology and of its clinical utility in predicting responsiveness 
to checkpoint inhibitor therapies. T cell exhaustion has recently been associated with better 
prognosis and milder course of disease for autoimmune and autoinflammatory disorders. 
We have characterized and contrasted the T cell exhaustion environment between colonic 
inflammatory bowel disease and colorectal cancer. We applied Ultivue UltiMapper multiplex 
fluorescence IHC assays, combined with quantitative and spatial image analysis, to capture 
complex immune cell phenotypes and provide an in depth characterization of these tissues.

4:30-5:00

JEROME CHENG
Clinical Assistant Professor, University of Michigan
AI, Digital Pathology and Image Analysis on the Raspberry Pi
The Raspberry Pi (short for Python)  is a small low-cost single board computer originally created to encourage more kids to enter the world of programming. However, it 
became much more popular than anticipated, selling in the millions and making its way into the hands of many technically oriented enthusiasts. Still retaining the low price 

point of the original model, the latest iteration of the machine - the Raspberry Pi 4 is much more powerful and is fully capable of running software/libraries for machine learning and digital 
pathology such as: ImageJ, OpenCV, scikit-image, scikit-learn, and TensorFlow.

Conference Close5:00

4:00-4:30

SAEED HASSANPOUR
Associate Professor of Biomedical Data Science, 
Computer Science, and Epidemiology, Dartmouth College
Histopathological Characterization of Whole-Slide Images with Deep 
Learning: Opportunities and Challenges 

With the recent expansions of whole-slide digital scanning, archiving, and high-throughput 
tissue banks, the field of digital pathology is primed to benefit significantly from deep learning 
technology. This talk will cover several applications of deep learning for characterizing 
histopathological patterns on high-resolution microscopy images. Furthermore, the current 
challenges for developing and evaluating deep learning models for pathology image analysis 
will be discussed. To conclude, the talk will present new methodological advances and 
solutions to address the common bottlenecks in analyzing high-resolution whole-slide images 
and developing deep learning models for their histopathological characterization.

4:00-4:30

JASON HIPP
Senior Director, Head of Tissue Biomarkers and Digital Pathology, AstraZeneca
How digital pathology will transform drug development and cancer diagnosis
•   Use of computation pathology for early phase biomarker assessment
•   Use of machine learning to understand PDL1
•   Use of machine learning to understand the tumor microenvironment

3:00-3:30

3:00-3:30

Continued

will cover both algorithms and describe the challenges of, and approaches for generating 
training and ground truth validation data. I will then go on to describe the potential use of 
these methods in predicting patient outcome and response to treatment and in improving 
consistency and reproducibility of Pathology diagnoses.



DAY 2: 11:30-12:30 
ROUNDTABLE SESSION 2:

Table 1: Novel Deep Learning Applications
ALINA IUGA
Clinical Associate Professor of Pathology & Laboratory 
Medicine, University of North Carolina at Chapel Hill
The number of artificial intelligence-based FDA approved 

medical devices and algorithms is increasing. Most of them provide 
support to several medical specialties such as radiology, cardiology, 
ophthalmology and general clinical decision-making. Image processing 
through deep learning algorithms is developing in pathology as well. 
From improving detection of lymph node metastasis to predicting 
molecular marker expression, artificial intelligence-based applications 
show promise in shaping the next generation diagnostic pathology. The 
goal of this session is to provide an open environment to discuss novel 
deep learning applications in image analysis relevant to pathology, as 
well as explore challenges and pitfalls in adopting current and future 
applications of artificial intelligence as a tool to enhance accuracy and 
efficiency in diagnostic pathology.

Table 2: Standardization practices
S. JOSEPH SIRINTRAPUN
Director of Pathology Informatics, Memorial Sloan 
Kettering Cancer Center

Table 3: The Challenge of Annotation in DP
JEAN-CHRISTOPHE OLIVO-MARIN
Head of the Bioimage Analysis Unit, Institut Pasteur, France
•   What are the challenges for annotation from 

a technical point of view?
• What are the challenges for annotation from a medical/expert point of view?
• What will the next generation annotation solution look like

Table 4: Global Use of Digital Pathology
MATTHEW HANNA
Assistant Attending, Memorial Sloan Kettering Cancer Center
Attend for a lively discussion on use cases in digital 
pathology, and your specific organization’s blueprint 

on seeking, implementing, or leading in digital pathology. We will 
discuss digital pathology operations and international use of digital 
tools. Please come to share your experiences or learn about digital 
pathology from scratch.

ROUNDTABLE INFORMATION DAY 2 FRIDAY NOVEMBER 20TH 2020
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IntelliSite
IntelliSite

Be more productive with solutions that help you to work smarter. 
Digital and computational pathology can streamline your 
work� ow and add intelligence for insightful decision-making. 

Full digital case sign-out is possible with the Philips IntelliSite 
Pathology Solution today.

Visit our website to learn how Philips supports the 
transformational change of digital pathology to empower your 
decision making and precision diagnostics.

philips.com/digitalpathology

More productive.
Insightful decisions.
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CORISTA | Call 978.287.6188 or visit us at corista.com

The Power 
Of An Integrated Platform  
For Digital Pathology

Open    |    Efficient    |    Collaborative    |    Connected

• Integrate directly with the most popular 
quantitative image analytics systems.

• Receive digital consults from anywhere  
in the world. 

• Easily upload images from local servers  
or devices.

• Anonymize PHI, index and manage your  
images for research and education.

• Manage images and cases of interest for 
teaching and clinical reference

DP3®’s image management system provides  
a comprehensive suite of capabilities for your team’s  
clinical, education and research needs.

DP3 - the industry’s most powerful and collaborative 
pathology platform. 

Any Scanner. Any LIS. Anywhere.

The power of fast, reliable and ubiquitous access to 
the essential components of today’s Digital Pathology.
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DAY 1 SPEAKER BIOGRAPHIES

ANANT MADABHUSHI
F. Alex Nason Professor II of Biomedical 
Engineering, Case Western Reserve 
University and Research Health Scientist 
at the Louis Stokes Cleveland VA

Dr. Anant Madabhushi is Director of the Center for 
Computational Imaging and Personalized Diagnostics 
(CCIPD) and F. Alex Nason Professor II, Department 
of Biomedical Engineering at Case Western Reserve 
University. He is a Research Health Scientist at the Louis 
Stokes, Cleveland Veterans Administration Medical 
Center. Dr. Madabhushi has authored over 400 peer-
reviewed publications and over 100 patents issued or 
pending. He is a Wallace H. Coulter Fellow, Fellow of the 
American Institute of Medical and Biological Engineering 
(AIMBE), and Fellow of the Institute for Electrical and 
Electronic Engineers (IEEE). His work on "Smart Imaging 
Computers for Identifying lung cancer patients who 
need chemotherapy" was called out by Prevention 
Magazine as one of the top 10 medical breakthroughs 
of 2018. In 2019, Nature Magazine hailed him as one 
of 5 scientists developing "offbeat and innovative 
approaches for cancer research". Dr. Madabhushi was 
named to The Pathologist’s Power List in 2019 and 2020.

ANIL PARWANI
Professor of Pathology, 
Ohio State University

Anil Parwani is a Professor of Pathology and Biomedical 
Informatics at The Ohio State University. He also 
serves as the Vice Chair of Anatomical Pathology and 
Director of Division of Pathology Informatics and Digital 
Pathology. Dr. Parwani completed his residency and 
fellowship training in Urological Pathology at The Johns 
Hopkins Hospital and his MBA from the University of 
Pittsburgh. Dr. Parwani has expertise in digital pathology, 
artificial intelligence and pathology informatics and has 
led the way in the implementation of these technologies 
in several key clinical areas including the implementation 
of these technologies at the first hospital in the United 
States. Dr. Parwani also has expertise in the area of 
Anatomical Pathology Informatics including designing 
quality assurance tools, bio banking informatics, clinical 
and research data integration, applications of whole 
slide imaging, digital imaging, telepathology, image 
analysis, artificial intelligence and lab automation. Dr. 
Parwani has expertise in prostate and bladder cancer 
and has trained several fellows in urological pathology.

ERIC WIRCH
Chief Technology Officer, Corista LLC

Mr. Wirch leads Corista’s technology 
development team with a drive to produce image-
centric solutions that meet the evolving needs 
of pathologists, researchers, and academics. 
For more than a decade, he has emphasized an 
approach at Corista focused on efficiency, scalability, 
connectivity, openness, and security. With more 
than 20 years of experience in the design and 
implementation of distributed and cloud-based 
computer systems, Mr. Wirch has created solutions 
for preeminent companies in video distribution and 
personalization. Additionally, he represents Corista 
on the DICOM standards committee, holds five 
granted patents, and has several more on file.

DAVID WILBUR
Chief Medical Scientist & 
Pathologist, Corista

Dr. Wilbur is Corista’s Chief Medical Scientist who 
leads the medical efforts for Corista’s artificial 

intelligence studies. Dr. Wilbur is focused on the 
use of technology to improve physician workflows, 
productivity, and accuracy. Dr. Wilbur is a practicing 
pathologist at Massachusetts General Hospital 
where he specializes in cytopathology, and breast 
and gynecologic surgical pathology. In 2011, he 
took over the pathology department’s efforts in 
the emerging area of clinical imaging, integrating 
digital pathology and tele-consultation. Dr. Wilbur is 
Professor of Pathology at Harvard Medical School. 
He received his undergraduate degree from Johns 
Hopkins and his medical degree from the University 
of Rochester.

STANLEY COHEN
Emeritus Chair of Pathology & Founding 
Director, Center for Biophysical Pathology, 
Rutgers-NJMS; Adjunct Professor of 
Pathology, University of Pennsylvania

After a career as an immunopathologist beginning 
with the discovery of cytokines and then the study 
of cytokine networks, I am currently interested in 
the integration of computational imaging with digital 
workflows. I previously served as President of the 
American Society for Investigative Pathology (ASIP) 
and Treasurer and Member of the Executive Board 
of FASEB. Science-related activities also include 
chairmanships of study sections for the NIH and 
DOD and membership on multiple editorial boards, 
including a prior stint as Editor-in-Chief of Analytical 
Cellular Pathology. I’m a Senior Fellow of the 
Association of Pathology Chairs and Co-Chair of the 
Special Interest Group on Digital and Computational 
Pathology for the ASIP. Awards include the Gold-
Headed Cane (ASIP) and the Golden Goose Award 
(AAAS). I’m a member of the Digital Pathology 
Association, the Board of the International Academy 
of Digital Pathology, and Chair of the External 
Advisory Board of the Alpert Foundation.

KIM SOLEZ
Professor Faculty of Medicine & 
Dentistry, University of Alberta, Canada

Dr. Kim Solez founded the Banff Classification 
of Transplant Pathology in 1991 and has led the 
transplant pathology community for the past 28 years. 
In 2017 he proposed a new Banff Classification of 
Tissue Engineering Pathology. He directs a course 
on Technology and the Future of Medicine at the 
University of Alberta that contemplates the emergence 
of machines that are smarter than humans. He 
shares an office with his trainees and most of his 
conversations throughout the workday are with young 
people. He has over 1000 videos on YouTube and has 
103,322 images online, mainly as a consequence of still 
images captured automatically from the video stream 
by his camcorder using a software algorithm. In 2016 
he won the Tier 1 Clinical Mentoring Award in the 
Faculty of Medicine and Dentistry at the University of 
Alberta. In 2017 he was awarded the Gold Medal of the 
Catalan Society of Transplantation.

BEATRICE KNUDSEN
Medical Director of Digital and 
Computational Pathology at ARUP, 
University of Utah

Dr. Knudsen received an MD-PhD degree from 
Cornell University Medical College. She completed 
her clinical training in Pathology and board 
certification in Anatomic Pathology at the New York 
Hospital and pursued post-doctoral training at the 
Rockefeller University. Dr. Knudsen currently holds 

professorial appointments in laboratory research and 
computational pathology at Cedars-Sinai Medical 
Center. She is involved with the start-up company, 
Lucid Science, to build a VR microscope. At Lucid, she 
works closely with Dr. Arkadiusz Gertych, a biomedical 
engineer, on the discovery of novel 3D biomarkers from 
prognosis and treatment stratification.

MARC COUTIER 
Medical Director of Parasitology/Fecal 
Testing, Infectious Disease Antigen 
Testing, ARUP Laboratories; Associate 
Professor of Pathology, University of Utah

Dr. Couturier is an associate professor of pathology 
at the University of Utah School of Medicine. He 
received his PhD in medical microbiology and 
immunology with a specialty in bacteriology from 
the University of Alberta in Edmonton, Alberta, 
Canada. Dr. Couturier served as a research 
associate at the Alberta Provincial Laboratory 
for Public Health and completed a medical 
microbiology fellowship at the University of Utah. 
His research interests include improved diagnostics 
for emerging agents of infectious gastroenteritis 
and improving/modernizing diagnostic parasitology 
testing. He is board certified in medical 
microbiology, a member of the American Society 
for Microbiology, a CLIAC representative, and a 
member of the College of American Pathologists 
microbiology resource committee. 

GERARDO FERNANDEZ
Associate Professor, 
Mount Sinai Pathologists

Dr. Fernandez received his M.D. from 
Drexel University (MCP), Philadelphia, Pennsylvania 
in 1992, residency and fellowship training were in 
Anatomic & Clinical Pathology, Surgical Pathology 
and Cytopathology respectively at New York 
University Medical Center. His early career was in 
oncologic pathology, specializing in tumor markers. 
Mid-career he focused on tissue-based prognostic 
and predictive assay development, in particular 
models leveraging machine learning, multiplexed 
image analysis and computer vision. Most recently 
his computational pathology lab has expanded to 
exploit the most recent advances in deep learning 
and artificial intelligence to create predictive and 
prognostic tools as well as CAD-like pathology tools.

LEWIS HASSELL
Director of Anatomic Pathology, 
University of Oklahoma Health 
Sciences Center

Lewis Hassell is currently the endowed Professor 
of Excellence in Pathology at the University of 
Oklahoma Health Sciences Center, and acting 
director of Anatomic Pathology. He recently 
returned from a 3-year leave of absence during 
which he worked in Vietnam in a variety of 
humanitarian, educational and religious affairs as 
the volunteer leader of the Church of Jesus Christ 
of Latter Day Saints there. He is a past board 
member of APF, CAP and DPA, and past president 
of the CAP Foundation. Before re-entering 
academia he practiced for 17 years with Dahl 
Chase Pathology in Maine and for four years in 
Northern California.Dr. Hassell is keenly interested 
in developing pathology capacity and diagnostic 
quality in low-resource settings, in leadership 
development, and practice management issues. 
Together with Michael Talbert and Jane Pine 
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Wood, he helped author and edit the run-away 
best-seller “Pathology Practice Management: A 
Case Based Approach.” He is the father of three 
above average children and nine “destined for 
greatness” grandchildren, all thanks to his eternal 
companion, Mary Bliss Finlayson.

ELIZABETH BROOME
Clinical Professor of Pathology, UCSD, 
Medical Director, Clinical Hematology 
Laboratories, UC San Diego Health

H. Elizabeth Broome, M.D. received her Bachelor ’s 
Degree from MIT and her Doctor of Medicine 
degree from the University of Pennsylvania. 
After completing a residency in Pathology and 
a fellowship in hematopathology at the Hospital 
of the University of Pennsylvania, she became 
certified by the American Board of Pathology in 
Clinical Pathology and Hematology. Her current 
research interests include digital imaging 
for hematology, hematology informatics, and 
detection of minimal residual leukemia and 
lymphoma. Her most recent publication in 
Archives of Pathology and Laboratory Medicine 
2019 concludes that a digital imaging instrument 
with an inexpensive hematology analyzer provides 
similar information to a complex hematology 
analyzer and allows remote review of the blood 
smear findings by experts. Therefore, low volume 
laboratories might realize savings while gaining 
function by substituting a more complex analyzer 
with a minimal hematology analyzer plus a blood 
smear digital imaging device.

SANJA ŠTIFTER 
Professor at Faculty of Medicine, 
University in Rijeka, Croatia; staff 
pathologist in Pathology Institut, 
Aarhus University Hospital, Denmark

For the last 15 years she works at Department 
of Pathology, Faculty of Medicine, University 
of Rijeka. During all that time she is involved 
in pathology education of undergraduate and 
postgraduate students. She was part of the team 
implementing and integrating virtual microscopy 
into regular education programs at the department 
since 2010. Additional interests include whole slide 
image analysis methodology and software use in 
research and routine diagnostics.

HEATHER WILLIAMS
Clinical Scientist, King’s College 
London, UK

She received a Bachelor of Arts degree in 
Biology & Molecular Genetics at The Ohio State 
University, a Master ’s degree at the University 
of Saint Joseph (Connecticut), a post-graduate 
diploma from the University of Paris-Descartes 
& University Medicine-Nîmes in Classical and 
Molecular Cytogenetics, and a Ph.D. in Health 
Science focused on the Integrative Molecular 
Pathological Epidemiology (I-MPE) of Congenital 
and Infant Acute Leukemia at Nova Southeastern 
University. She is the Deputy Head/Principal 
Clinical Scientist of Cytogenetics with Viapath 
at King’s College Hospital London, a unique 
partnership of clinical, scientific and operational 
expertise in the provision of pathology services 
within the National Health Service in the United 
Kingdom. She an associate editor of the Journal 
of the Association of Genetic Technologists. 
Her areas of expertise are the cytogenetics and 

molecular genetics of hematological malignancies. 
She was recently named to the prestigious 2018 
ASCP “40 Under Forty list.”

TREVOR MCKEE
Computational Pathology Image 
Analysis Manager, STTARR Core 
Facility, Princess Margaret Cancer 
Centre, Toronto ON. & Adjunct 
Lecturer, University of Toronto, Canada

Dr McKee, the senior data scientist at STTARR, 
has been analyzing medical image and 
multiphoton microscopy data for 20 years since 
his PhD at MIT. For the past 10 years Dr McKee 
as part of the STTARR Computational Pathology 
core has developed new workflows for high 
throughput semi-automated analysis and "tissue 
cytometry". This includes the development 
of machine learning algorithms, initially on 
commercial Definiens software, and more 
recently using Halo and Visiopharm, and open-
source AI platforms. Dr. McKee has pioneered 
the development of segmentation techniques 
for highly multiplexed Imaging Mass Cytometry 
datasets, as well as development of deep 
learning algorithms for supervised tissue and cell 
segmentation in IHC, IF and IMC datasets. He 
has published 40+ publications utilizing these 
analysis pipelines, and works at the forefront of 
the application of advanced technologies and 
integration with pathologist workflows, to help 
extract single-cell proteomic insights from digital 
pathology platforms.

KEITH KAPLAN
Chief Medical Officer, Corista

Keith J. Kaplan, MD is a pathologist 
and laboratory medical director 

in North Carolina. He is board certified in 
anatomic and clinical pathology. A graduate of 
Michigan State University, and Northwestern 
University ’s Feinberg School of Medicine, 
Dr. Kaplan completed his residency training 
in anatomic and clinical pathology at Walter 
Reed Army Medical Center, Washington, DC. 
While at Walter Reed, in conjunction with the 
Armed Forces Institute of Pathology, Dr. Kaplan 
founded and directed the Army Telepathology 
Program. This Program connected 25 hospitals 
internationally for consultation via telepathology. 
His subspecialty interests include gastrointestinal 
and hepatic pathology, cytopathology and 
pathology informatics as well as research 
interests in gastrointestinal and hepatobiliary 
pathology, hyperspectral imaging, image analysis 
and the use of Web 2.0 tools in pathology. He 
has authored over 60 peer-reviewed scientific 
articles, book chapters, editorials and scientific 
abstracts and frequently lectures at both national 
and international meetings on topics related to 
pathology informatics. Dr. Kaplan was a surgical 
pathologist at Mayo Clinic, Rochester, Minnesota 
and also held the academic post of associate 
professor of pathology at Mayo Medical School. 
Dr. Kaplan currently serves as a member of the 
College of American Pathologists, American 
Society of Clinical Pathology and the American 
Society of Cytopathology as well as the American 
Pathology Foundation. He is an executive board 
member of the American Pathology Foundation. 
Dr. Kaplan is the publisher of the Digital Pathology 
Blog at tissuepathology.com, the industry’s 
leading pathology blog.

LIRON PANTANOWITZ
Professor of Pathology & Director 
of Anatomical Pathology, University 
of Michigan

Dr. Liron Pantanowitz is a Professor in the 
Department of Pathology and the Director of 
Anatomical Pathology at the University of Michigan 
in the USA. Dr. Pantanowitz earned his medical 
degree at the University of the Witwatersrand 
in South Africa. He completed his residency in 
anatomic and clinical pathology at Beth Israel 
Deaconess Medical Center, Harvard Medical 
School, in Boston followed by fellowships in 
hematopatholoy and cytopathology. He is also 
boarded in Clinical Informatics. As a leader in 
informatics with a particular interest in digital 
pathology he spearheaded landmark clinical 
guidelines for promoting adoption of digital 
pathology and developing a national pathology 
informatics curriculum. Dr. Pantanowitz is an Editor-
in-Chief of the Journal of Pathology Informatics. 
He is widely published in the field of pathology 
informatics including digital imaging and its 
application to pathology.

SONALI NATU
North Tees at the North East 
Cancer Alliance

Sonali Natu is a Consultant Pathologist at North 
Tees and Hartlepool NHS Foundation Trust since 
2004. Sonali is the regional lead for Thyroid and 
Endocrine pathology. She has served as Clinical 
Director for Pathology Services from 2012 to 2017, 
leading on collaborating pathology services in 
the region. She has also served Public Health 
England as Professional and Clinical Advisor 
for Breast cancer screening services. Dr. Sonali 
has jointly led on and successfully managed to 
implement digital pathology across the North East 
of England. She is currently focused on enhancing 
the uptake of digital pathology as a primary tool 
for reporting within her department. She continues 
to champion collaboration of cellular pathology 
across the region and believes digital pathology 
will be the sole medium by which collaboration 
will be realised effectively and safely. Embracing 
digital pathology will provide the sustainability for 
a chronically short staffed speciality.

TIM BRACEY
Service Line Clinical Director, 
Peninsula Pathology Network

Dr Tim Bracey is the Service Line Clinical Director 
at Peninsula Pathology Network in the South West 
of England. He has now been the regional pathology 
lead for one of the largest UK oesophagogastric 
cancer centres for a decade. He has been fascinated 
by genetic influences on microscopic morphology 
in cancers since his experimental oncology PhD 
in the 1990s. From research, to surgery, to taking 
and analysing his own FNA samples he strives to 
understand the clinical context and implications of his 
diagnoses. In 2005 he designed and built the website 
pathkids.com for regional pathology training, which 
has subsequently evolved into a channel for his social 
media presence and international collaborations 
in diagnostics, teaching and research. Working 
across a geographically dispersed multidisciplinary 
cancer network and regularly reporting between 
neighbouring Hospitals, Dr Bracey views digital 
pathology as a potential facilitator of safety, quality 
and excellence in cancer care.
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DAVID MCCLINTOCK
Associate CMIO, Pathology and 
Director, Digital Pathology, 
Michigan Medicine

David McClintock, MD, is an Associate Chief 
Medical Information Officer (ACMIO) for Michigan 
Medicine (Pathology Informatics), Director 
of Digital Pathology, Associate Director of 
Pathology Informatics and Associate Professor 
at the University of Michigan. His primary clinical 
interests include operational pathology and clinical 
laboratory informatics, workflow management, 
digital pathology implementation, LIS and 
middleware implementation/optimization, and 
integrating pathology and clinical laboratory data 
within the EHR, other HISs, and analytics solutions. 
His research interests include understanding the 
role and effects of digital pathology within the 
clinical laboratories, the use of artificial intelligence 
and machine learning for improved diagnostics and 
patient outcomes, and how to enable laboratory 
data analytics in order to provide both pathologists 
and clinicians opportunities to better optimize 
patient care and clinical decision-making.

JUAN RETAMERO
Staff Pathologist, Philips Digital and 
Computational Pathology

Dr. Juan Antonio Retamero is an 
anatomical pathologist with extensive experience 
in the implementation and use of digital pathology 
for routine diagnosis. He played a key role in 
the adoption of digital pathology in a pioneering 
group of hospitals in Spain in 2016. Since then, he 
has shared his experiences worldwide and has 
supported many centers in the adoption of digital 
pathology around the globe, including labs in the 
United States and many countries in Europe and 
Asia. He is a regular speaker at different digital and 
computational events globally, and is an ardent 
advocate for the modernization of the profession.

CARLA LEIBOWITZ 
Chief Business Development 
Officer, Paige

Carla Leibowitz is Chief BD Officer at Paige.
AI. Prior, she led Corporate Development and 
Strategy at Arterys, the first company to achieve 
FDA clearances for several products that combine 
cloud computing and artificial intelligence. She 
has an MBA from the Stanford Graduate School 
of Business and engineering degrees from both 
MIT and Stanford. Prior to joining Arterys, Carla 
spent 3 years at Bain & Company, consulting for 
top biotech, diagnostic and hospital clients. At the 
beginning of her career, Carla designed medical 
devices and led device development teams at 
several companies and has more than 16 patents 
under her name.

ALAIN BORCZUK
MD, Chief of Thoracic Pathology 
and Professor of Pathology at Weill 
Cornell Medicine

Alain C. Borczuk, MD is a graduate of New 
York’s Stuyvesant High School, received his 
undergraduate degree in Molecular Biology from 
Princeton University and his medical degree from 
Cornell University Medical Center. After a year of 
internship in Internal Medicine at The New York 
Hospital, he completed his residency in anatomic 

pathology at the Albert Einstein residency program 
in the Bronx, NY. He is a Professor of Pathology 
at Weill Cornell Pathology, Chief of Thoracic 
Pathology, and former Vice-Chair and Director 
of Anatomic Pathology at both Columbia and 
Weill-Cornell Pathology. He has been a Castle 
Connolly Top Doctor in Pathology and Cancer, for 6 
consecutive years. Dr. Borczuk has authored more 
than 160 peer-reviewed articles and book chapters 
mainly related to lung pathology and mesothelioma.
He is Vice-president and future President of 
the Pulmonary Pathology Society and a former 
President of the New York Pathological Society, one 
of the oldest active pathology societies. Dr. Borczuk 
is the incoming Editor-in-Chief for the Archives of 
Pathology and Laboratory Medicine, on the editorial 
board for Laboratory Investigation and is a series 
co-editor for the journal Chest. He is an active 
member of the IASLC pathology panel. His research 
interests have focused on the pathogenesis and 
classification of lung cancer, with a focus on early 
lung adenocarcinoma as well as mesothelioma.

ANDY NGUYEN
Medical Director, Professor of 
Pathology and Laboratory Medicine, 
Director of Hematopathology

Andy Nguyen received his BS and MS degrees 
in Mechanical Engineering from the University of 
Houston. He had been working as a mechanical 
engineer for 5 years in design/construction industry 
prior to enrolling in medical school. He obtained his 
MD degree from the University of Texas Medical 
Branch-Galveston and received his pathology 
residency training from the Pathology and 
Laboratory Medicine Department of the University 
of Texas Health Sciences Center, Texas Medical 
Center at Houston. After completing his residency, 
he stayed on as a faculty member and is currently 
a Full Professor of Pathology and Laboratory 
Medicine, and director of Hematopathology. 
He is the medical director of Hematology and 
Coagulation Laboratory at Memorial Hermann-
Texas Medical Center. He has clinical and research 
interests in hematopathology, coagulopathy, and 
pathology informatics. Dr. Nguyen has published 
numerous scientific papers, written many invited 
review articles, and contributed to several 
textbooks. He has also received multiple teaching 
awards from the Pathology Department and from 
the Office of the Dean.

EDWIN ROGER 
PARRA CUENTAS
Assistant Professor, MD Anderson

I am a pathologist with strong background in 
surgical pathology and research, author and co-
author of more than 100 paper in Lung cancer, 
interstitial lung diseases and other tumors. I am 
particularly interested in the characterization of 
immune response of cancer and the development of 
novel biomarkers for immunotherapy by applying, 
immunohistochemistry, multiplex IF, Multiplex 
RNAscope, histomorphometry and digital image 
analysis. I received my MD from the University 
Mayor of San Andrés, Bolivia, following by my 
Pathology Residency at the Clinicas Hospital of 
University of São Paulo Medical School, Brazil, 
Doctorate in Sciences at the University of São 
Paulo Medical School (FMUSP, 2006), Postdoctoral 
in lung cancer and pulmonary fibrosis at the same 
University (FMUSP, 2008), young researcher 
supported by the Foundation for the Support of 

Research of the State of São Paulo (FMUSP 2008 
- 2012) and Postdoctoral Fellow at The University 
of Texas, M.D. Cancer Center, Department of 
Translational Molecular Pathology (UTMDACC 
2013-2017), and Research Scientists in the same 
institution (UTMDACC 2017-2018).
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HAMID TIZHOOSH
Professor, Director of Kimia Lab, 
University of Waterloo, Canada

Dr. Hamid R. Tizhoosh is a Professor in the Faculty 
of Engineering at University of Waterloo since 
2001 where he leads the Kimia Lab (Laboratory for 
Knowledge Inference in Medical Image Analysis). 
Before he joined the University of Waterloo, he 
was a research associate at the Knowledge and 
Intelligence Systems Laboratory at the University 
of Toronto where he worked on dynamic bandwidth 
allocation using AI methods such as reinforcement 
learning. Since 1993, His research activities 
encompass artificial intelligence, computer vision 
and medical imaging. He has developed algorithms 
for medical image filtering, segmentation and 
search. He is the author of two books, 14 book 
chapters, and more than 140 journal and conference 
papers. He has also filed 5 patents in collaboration 
with WatCo (Waterloo Commercialization Office). 
Dr. Tizhoosh has extensive industrial experience 
and has worked with numerous companies. 
Presently, he is the AI Advisor of Huron Digital 
Pathology, St. Jacobs, ON, Canada

JOE LENNERZ
Associate Chief of Pathology, Medical 
Director, Massachusetts General 
Hospital, Center for Integrated 
Diagnostics, Boston

Dr. Joe Lennerz is the Associate Chief of Pathology 
and the Medical Director of the Center for 
Integrated Diagnostics (CID) at Massachusetts 
General Hospital (MGH). He oversees all aspects 
of the clinical laboratory service that supports 
personalized medicine at MGH. The main aim of the 
CID is to improve patient outcomes by optimizing 
care delivery through rapid clinical integration 
of innovative technologies. Dr. Lennerz is board 
certified by the American Board of Pathology 
and the American Board of Medical Genetics. 
He completed his residency training in anatomic 
pathology in 2008, and a fellowship in molecular 
genetic pathology in 2009 at Washington University 
in St. Louis, MO. He was the principle investigator 
of the first FDA instrument precision study for 
the first whole slide scanning system and his 
interests are tissue-based biomarkers, and financial 
sustainability of molecular genetic diagnostics. In 
his free time, he loves playing at open mics.

TAE HYUN HWANG
Lerner Research Institute, 
Cleveland Clinic

Dr. Tae Hyun Hwang is an Assistant Professor in 
the Department of Quantitative Health Sciences 
at Cleveland Clinic and leading machine learning 
and AI research group for cancer genomics and 
immuno-oncology at Cleveland Clinic. He is also a 
core-faculty member of the Center for Personalized 
Immunotherapy and Cell Therapy and adjunct faculty 
member in the Department of Design and Innovation 
at Case Western Reserve University. He served as a 
Bioinformatics core director and Data Analysis core 
co-director for NASA Specialized Center of Research 
(NSCOR) grant and Univ. of Texas Southwestern 
Medical Center Kidney Cancer Specialized Programs 
of Research Excellence (SPORE) grant and led a 
team of Bioinformaticians for U of Texas Lung Cancer 
SPORE. He also serves as a principal investigator/
co-Investigator on projects for the Department 
of Defense, NCI, and other grants for developing 

machine learning and bioinformatics methodology 
in cancer and immuno-oncology. He is a recipient 
for Lung Cancer SPORE Career Development Award 
and American Cancer Society Young Investigator 
Award. He has served on the program committees 
of AAAI, KDD, ICDM, etc and published >40 peer-
reviewed journals and conference including Cell, 
Nature, Bioinformatics, ICDM, SDM, etc. His research 
focuses on developing a novel algorithm and its 
applications in precision oncology and immuno-
oncology where his research group has unique 
expertise and experiences.

RISH PAI
Consultant Pathologist and Professor 
of Laboratory Medicine and Pathology, 
Mayo Clinic

Dr. Rish Pai received his B.A. from Pomona College in 
Claremont, CA and earned his M.D., Ph.D. from Case 
Western University School of Medicine in Cleveland, 
OH. He completed his anatomic pathology residency 
followed by a gastrointestinal and hepatic pathology 
fellowship at the University of Chicago Medical 
Center. Dr. Pai is currently Professor of Laboratory 
Medicine and Pathology at Mayo Clinic College of 
Medicine and serves as Consultant in the Department 
of Laboratory Medicine/Pathology, Mayo Clinic, 
Scottsdale, Arizona. Dr. Pai has lectured nationally and 
internationally on many aspects of gastrointestinal 
and hepatic pathology. He is currently President of the 
Rodger C. Haggitt Gastrointestinal Pathology Society 
and a regular reviewer for numerous pathology and 
gastroenterology journals and has published ~100 
articles and written multiple book chapters in the 
fields of gastrointestinal and hepatic pathology.

MARTIN STUMPE
Senior Vice President, Head of Data 
Sciences, Tempus Inc.

Dr. Martin Stumpe serves as the Senior Vice 
President for AI & Data Science at Tempus. Prior 
to joining Tempus, he founded and led the Cancer 
Pathology project at Google, which uses artificial 
intelligence to increase the accuracy in image-
based cancer detection and grading. His team 
also succeeded in integrating these diagnostics 
into optical microscopy for real-time augmented 
intelligence. Earlier in his career, Dr. Stumpe was 
part of the Kepler team at NASA Ames Research 
Center in Mountain View, California, where he was 
responsible for the development of algorithms to 
detect extrasolar planets from stellar light curves. 
Before that, he was a postdoctoral researcher 
at Stanford University in the lab of Vijay Pande, 
focusing on molecular dynamics simulations to 
study chaperone-induced protein folding. During 
this time, he also developed and brought to market 
a particle tracking software which is used primarily 
in ethological studies. Dr.Stumpe holds a PhD in 
Computational and Theoretical Physics from the 
Max-Planck-Institute for Biophysical Chemistry in 
Goettingen, Germany.

OLULANU AINA
Scientific Director (Pathology), Janssen 
Pharmaceutical Company of Johnson 
& Johnson

Dr Olulanu Aina has a D.V.M. (Doctor of Veterinary 
Medicine) from University of Ibadan Nigeria, 
with Masters’ and PhD degrees in Comparative 
Pathology from the University of California, Davis. 
She is board certified in both Veterinary Pathology 

and Toxicology. She currently works as a Research 
Pathologist/Scientist in the Department of 
Oncology at Regeneron Pharmaceuticals.

DOUGLAS HARTMAN
Associate Professor of Pathology, 
Director of Division of Pathology 
Informatics and Image Analysis Lab, 
University of Pittsburgh Medical Center

Douglas J. Hartman is an Associate Professor of 
Pathology, the Director of the Division of Pathology 
Informatics at the University of Pittsburgh Medical 
Center (UPMC) and a practicing gastrointestinal 
pathologist. He is board certified in both AP/
CP and Clinical Informatics. His gastrointestinal 
research area includes molecular and expression 
abnormalities unique to neoplasia that arises in 
patients with inflammatory bowel disease as well 
as inflammatory cell populations in this population.
In addition, he has been implementing digital 
pathology for primary signout and automated image 
analysis as well as for telepathology at UPMC. In 
September 2018, he introduced automated image 
analysis to quantitate CD8 inflammatory cells 
within oropharyngeal squamous cell carcinoma. 
He has participated in implementing two different 
digital pathology solutions for routine anatomic 
pathology. Dr. Hartman’s research in informatics 
focuses on practical application of informatics. 
He has published on informatics topics and given 
national and international talks based on his 
informatics work.

CLEOPATRA KOZLOWSKI
Scientist, Genentech

 Cleopatra Kozlowski is currently a 
senior scientist at Genentech Inc., a large biotech 
company based in South San Francisco. Since 2019 
she leads the AI-driven digital pathology initiative in 
the oncology biomarker development department. 
Previously in the pre-clinical safety assessment 
department at the same company, she led the 
development of algorithms for toxicity evaluation of 
various organs including bone marrow, brain, and 
colon. She originally joined Genentech as a postdoc 
in the research department developing automated 
morphology and position tracking algorithms of 
microglia in the mouse brain. Cleo obtained her 
undergraduate degree at Cambridge University in 
the UK, and PhD at the European Molecular Biology 
Laboratory in Heidelberg, Germany in biophysics. 
She is an active member of the Digital Pathology 
Association Education committee.

YUKAKO YAGI
Director of Pathology, Memorial Sloan 
Kettering Cancer Center

Dr. Yagi’s digital pathology laboratory at the Josie 
Robertson Surgical Center will provide an incubator 
to explore and evaluate new technology to advance 
digital pathology in a clinical setting and actively 
engage vendors to help improve the technology 
and develop clinical applicability. Collaborations 
with clinical departments (e.g., Surgery), Radiology, 
Medical Physics, and Informatics groups will 
enhance the assessment and create opportunities for 
multidisciplinary applications. Dr. Yagi’s work further 
enriches our knowledge of disease by integrating 
computational pathology data with other specimen-
related data (genomics, proteomics, radiographic 
imaging, etc.). This brings an unprecedented breadth 
and depth of information to each individual case and 
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yields a comprehensive, multidimensional analysis 
that would otherwise be impossible.

KEN SCHULTZ
Digital Pathology Team Lead, 
Principal Scientist, Novartis PM

Ken Schultz has been with Novartis for over 8 
years. He implemented the Digital Pathology 
workflow at Novartis Precision Medicine and has 
led the Digital Pathology team for the las 4 years. 

S. JOSEPH SIRINTRAPUN
Director of Pathology Informatics, 
Memorial Sloan Kettering Cancer Center

I am board-certified in clinical 
informatics in addition to anatomic and clinical 
pathology. I serve as Director of Pathology 
Informatics and participate on the Informatics 
Committee and the Clinical Information Systems 
Steering Committee for Memorial Sloan Kettering 
Cancer Center. I also serve nationally on the 
Pathology Informatics Committee for the American 
Society for Clinical Pathology.

JEAN-CHRISTOPHE 
OLIVO-MARIN
Head of the Bioimage Analysis

Prof. Jean-Christophe Olivo-Marin is 
the Head of the BioImage Analysis Unit at Institut 
Pasteur, where he has been the Chair of the Cell 
Biology and Infection Department and the Director 
of the Centre for Innovation and Technological 
Research. Previous to that, he was at the European 
Molecular Biology Laboratory, Heidelberg. He 
received the Ph.D. and H.D.R. degrees in optics and 
signal processing from Institut d’Optique Théorique 
et Appliquée, University of Paris-Orsay, France. He 
is a Fellow of IEEE and SPIE. His research interests 
are in image analysis of microscopy images, and in 
Machine Learning for computational pathology.

MATTHEW HANNA
Assistant Attending, Memorial Sloan 
Kettering Cancer Center

Matthew G Hanna, MD is a Clinical 
Instructor in Breast pathology and Informatics at 
Memorial Sloan Kettering Cancer Center, where 
he completed his Oncologic Pathology fellowship 
training. Prior appointments include being a 
Clinical Instructor of Pathology Informatics at the 
University of Pittsburgh, where he also completed 
his Pathology Informatics fellowship. He completed 
his AP/CP residency training at The Mount Sinai 
Hospital in New York. Dr Hanna serves as a member 
on the CAP Informatics Committee and served as a 
junior editor for the Journal of Pathology Informatics. 
He has strong interests in clinical and pathology 
informatics and breast pathology.

ALINA IUGA
Clinical Associate Professor of Pathology 
& Laboratory Medicine, University of 
North Carolina at Chapel Hill

Alina Iuga is has recently joined the Department of 
Pathology and Laboratory Medicine at University 
of North Carolina at Chapel Hill as Associate 
Professor and Director of Gastrointestinal 
Pathology. She is boarded in Anatomic Pathology 
and trained in Gastrointestinal Pathology at Mount 
Sinai Medical Center and in Oncologic Surgical 

Pathology at MD Anderson Cancer Center. Prior 
to residency training, she spent several years 
as a postdoctoral fellow in basic science at the 
Center for Blood Research/Harvard Medical 
School studying calcium signaling using in vitro 
and live-cell imaging. Dr. Iuga spent several years 
career as clinical faculty in the Department of 
Pathology and Cell Biology at Columbia Medical 
Center where she also contributed to multiple 
interdisciplinary research projects focused on 
transplant immunology and oncologic disorders of 
the digestive system, including collaborations with 
biomedical engineering.

JAIME RODRIGUEZ-CANALES
Senior Pathologist, Translational 
Pathology & Biomarker Analysis, 
AstraZeneca

Jaime Rodriguez-Canales earned his MD degree 
and Anatomic Pathology board certification at 
the Pontifical Catholic University of Chile. He is 
also board certified by the European Board of 
Pathology. Dr. Rodriguez spent a 3-year fellowship 
in pathology under the direction of Professor Juan 
Rosai, and a Postdoc Fellowship and Research 
Fellowship at the Laboratory of Pathology of the 
National Cancer Institute, NIH. From 2013 to 2017, 
Dr. Rodriguez was Assistant Professor and Director 
of the IHC & Digital Pathology Laboratory at the 
Department of Translational Molecular Pathology at 
MD Anderson Cancer Center, where he supervised 
the development of multiplex IF. In 2017, he joined 
Medimmune as Senior Pathologist. Dr. Rodriguez 
has over 130 peer-reviewed articles, he is member 
of the Pathology Task Force at the Society for 
Immunotherapy in Cancer (SITC), and he directs an 
annual course on Multiplex Immunofluorescence for 
Immuno-oncology at Bio-Trac (Germantown, MD)

MICHAEL SURACE
Scientist II, AstraZeneca

Michael Surace studied cell signaling 
and macrophage polarization in the context of 
innate immunity and inflammation at Virginia 
Tech from 2006 to 2010, after which he took two 
postdocs at Virginia Commonwealth University 
in Richmond, VA again focusing on immune and 
inflammatory activation of myeloid and non-
traditional immune cells such as astrocytes 
in environmentally- and autoimmune-driven 
neuroinflammation and neurodegeneration. In 
2016 he moved to the biotech industry, joining 
STCube Pharmaceuticals, a developer of novel 
immune checkpoint blockade. At STCube he took 
on multispectral imaging and image analysis, 
which led to his current position at AstraZeneca, 
where he develops multiplex immunofluorescence 
panels for research and clinical trials, as well as 
approaches for controls, validation, and image 
analysis. He works to leverage the combination of 
spatial and multi-marker information in multiplex 
immunofluorescence to identify and validate novel 
predictive and prognostic biomarkers for immune 
oncology therapeutics.

SHRAVANI SHITOLE
Senior Pathology Scientist, Ultivue

Shravani is a Senior Pathology 
Scientist at Ultivue. Prior to joining Ultivue, 
Shravani was a Translational Research Scientist 
at Adaptimmune, where her research focused 
on determining the response and resistance 

mechanisms in tumor samples and detecting the 
persistence of SPEAR-T cells in clinical samples. 
Throughout her research, Shravani has played a 
critical role in the development and optimization 
of multiplex immunofluorescence assays for use in 
digital pathology analysis and workflows.

RAJENDRA SINGH
Assistant Professor in Dermatology 
and Pathology, Mount Sinai School 
of Medicine

Dr. Singh is a Professor in Dermatology and 
Pathology at Northwell Health, New York. He 
directs the Dermatopathology Section and is the 
Associate Chair of Digital Pathology. He is board 
certified in pathology and dermatopathology 
and board eligible for Clinical Informatics. He is 
the Founder of PathPresenter, an online digital 
platform that has 175,000+ users in 170+ countries 
and is used by multiple academic departments, 
private pathology groups and organizations in the 
US and all over the world. (https://pathpresenter.
ai/) Dr. Singh has served on various committees 
both at the University of Pittsburgh and at Mt. 
Sinai as well as national societies such as the 
ASDP, AAD, DPA and CAP. Dr. Singh is the 
Recipient of the ‘Teacher of the Year Award’ at 
Mt. Sinai School of Medicine for 5 consecutive 
years. He has served as the Chair of the American 
Society of Dermatopathology Informatics 
Committee. He currently serves on the Sulzberger 
Grant Committee of the AAD and on the Editorial 
Board of JAAD. In 2013, he was awarded the 
Sulzberger Grant from the American Academy of 
Dermatology for developing interactive tools for 
teaching of dermatology and dermatopathology. 
He serves as a member of the Editorial Board of 
the WHO for Classification of tumors, 5th Edition 
and the Board of Digital Pathology Association. 

SRIPAD RAM
Senior Principal Scientist, Pfizer

Sripad Ram is a Senior Principal 
Scientist in the Global Pathology 

division of Drug Safety R&D at Pfizer, where he 
supports whole-slide image analysis of IHC, ISH 
and multiplex immunofluorescence images. Sripad 
has an interdisciplinary background spanning 
statistical image processing, machine learning and 
cancer biology. He received his Masters' Degree 
in Physics from the Indian Institute of Technology, 
Chennai and his PhD in Bioengineering from 
University of Texas Southwestern Medical 
Center. Sripad has published over 25 peer 
reviewed papers and is an adhoc reviewer for 
Biomedical Optics Express, and Microscopy and 
microanalysis, Applied Optics and Optica. 

JOEL SALTZ
Chair, Department of Biomedical 
Informatics, Stony Brook University

Joel Saltz obtained his MD-PhD from 
Duke University with PhD in Computer Science. 
He is a boarded Clinical Pathologist and did his 
residency at Johns Hopkins Pathology and went 
on to join the Johns Hopkins Pathology faculty. 
Dr. Saltz developed the first Virtual Microscope 
software system at Johns Hopkins in the 1990s, 
he made many contributions to digital Pathology 
since that time with a particular focus on work 
at the interface between Pathology, high end 
computing and machine learning.
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GEORGE LEE
Digital Pathology Informatics Lead, 
Bristol-Myers Squibb

George Lee received his PhD in Biomedical 
Engineering at Rutgers University and has over 10 
years of expertise in the areas of digital pathology, 
machine learning, and clinical oncology. He has 
authored over 50 peer-reviewed manuscripts 
and abstracts and holds several patents for 
image-based companion diagnostics. Previously, 
he served as a Research Assistant Professor of 
Biomedical Engineering at Case Western Reserve 
University developing machine learning and 
image-analysis methodologies for modeling the 
progression of prostate cancer. At Bristol-Myers 
Squibb, he is leading efforts to mine pathology 
images for clinical and mechanistic insights 
around immunotherapy response. 

YAIR RIVENSON
Adjunct Professor, UCLA

Yair Rivenson, Ph.D., is and assistant 
research and adjunct professor 

in the department of Electrical and Computer 
Engineering, University of California, Los Angeles. 
His current research topics include design 
and implementation of deep learning inspired 
hardware and software for computational imaging 
applications. Dr. Rivenson received his B.Sc. 
(cum laude), M.Sc. and Ph.D. from the Electrical 
and Computer Engineering Department, Ben-
Gurion University of the Negev, Israel. During 
his Ph.D. he was working on implementation of 
computational imaging techniques for coherent 
imaging applications. Following the conclusion of 
his Ph.D. in 2013, he has joined Prof. Zalevsky’s 
Electro-Optics group in Bar-Ilan University, 
where he was gradually exposed to the field of 
biomedical imaging. In July 2015 he joined Prof. 
Aydogan Ozcan’s Nano/Bio photonics Laboratory 
at University of California, Los Angeles (UCLA) as 
a postdoctoral fellow. 

ALEXANDER KLIMOWICZ
Senior Principal Scientist, Immunology 
& Respiratory Disease Research, 
Boehringer-Ingelheim

Alex Klimowicz is a Senior Principal Scientist in 
the Department of Immunology & Respiratory 
Discovery Research at Boehringer Ingelheim 
Pharmaceuticals, Inc. In this capacity he leads the 
Molecular Histopathology Group, implementing 
and applying cutting edge in situ techniques, 
whole slide imaging, and digital image analysis, 
to build target to disease linkage in human tissue 
specimens for projects and external collaborations 
across the Department. Alex holds a PhD in 
Molecular Biology, and has 10 years of experience 
in the fields of digital pathology and quantitative 
immunohistochemsitry. Prior to moving to 
Boehringer Ingelheim, Alex was an Adjunct 
Research Assistant Professor in the Department 
of Oncology at the University of Calgary, where he 
led a core, quantitative immunohistochemsitry lab 
focused on cancer biomarker research.

SAEED HASSANPOUR
Associate Professor of Biomedical 
Data Science, Computer Science, and 
Epidemiology, Dartmouth College

Dr. Saeed Hassanpour is an Associate Professor 
in the Departments of Biomedical Data Science, 
Computer Science, and Epidemiology at 
Dartmouth College. His research is focused on the 
applications of artificial intelligence in healthcare 
to enable translational researchers to understand 
their data better and help clinicians in medical 
practice. Dr. Hassanpour’s research laboratory has 
built novel machine learning and deep learning 
models for medical image analysis and clinical 
text mining to improve diagnosis, prognosis, 
and personalized therapies. Before joining 
Dartmouth, he worked as a Research Engineer at 
Microsoft. Dr. Hassanpour received his Ph.D. in 
Electrical Engineering with a minor in Biomedical 
Informatics from Stanford University and a Master 
of Math in Computer Science from the University 
of Waterloo in Canada.

JASON HIPP
Senior Director, Head of Tissue 
Biomarkers and Digital Pathology, 
AstraZeneca

Dr. Jason Hipp, MD/PhD is a board-certified 
pathologist with fellowship training in pathology 
informatics, and deep AI/machine learning 
experience. He joined AZ in April, 2019 and is 
currently leading the Pathology Data Science 
& Innovation group and either is developing or 
applying disruptive digital technologies to identify 
new biomarkers and drug mechanism of actions.

Job experience:
• Novartis- a molecular pathologist and worked 

at its Clinical Trial Center for Excellence in San 
Diego, CA supporting the company’s high-
profile Phase I/II/III clinical trials. 

• BMS- Director of Pathology at Bristol-Myers 
Squibb (Princeton, NJ) in the Exploratory 
Clinical & Translational Research division. 
In this role, he led the integration of digital 
pathology into drug and biomarker discovery 
programs and ensure that strategies for the 
treatment and cure of disease are based on 
accurate analyses of pathogenetic mechanisms.

• Google/Verily- He joined Alphabet in 2016 as 
head of pathology at Verily (formerly Google 
Life Science / Google X) and then transferred 
to Google where he was the lead pathologist 
for the Medical Brain team leveraging artificial 
intelligence/machine learning to develop 
computer aided diagnosis (CAD) tools for the 
detection of cancer.

Education:
• B.S. in Biology from the University of California 

at San Diego 
• MD/PhD from Wake Forest University School 

of Medicine
• Residency in Anatomic Pathology at the 

National Cancer Institute (NCI)
• Pathology informatics fellowship at the 

University of Michigan 
• Post-doc at the NCI 

Committees:
• He is 1 of 12 pathologists nationally selected 

to be on the College of American Pathologist 
committee on Digital Pathology, where he 
remains a member

JEROME CHENG
Clinical Assistant Professor, 
University of Michigan

Dr. Cheng is a Clinical Assistant Professor of 
Pathology in the Division of Pathology Informatics, 
in the Department of Pathology at University of 
Michigan. He is board certified in AP/CP and 
Clinical Informatics. Research interests include 
image analysis, natural language processing, 
data mining, and application of machine learning 
techniques such as convolutional neural networks 
and Random Forests to image and non-image 
based medical datasets.
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7TH MICROBIOME & PROBIOTICS R&D & 
BUSINESS COLLABORATION FORUM: EU
30 November-1 December 2020
Start 08:15 GMT, UTC 

7TH DIGITAL PATHOLOGY 
& AI CONGRESS: EU
3-4 December 2020
Start 08:50 GMT, UTC

20
21

7TH DIGITAL PATHOLOGY 
& AI CONGRESS: USA
June 24-25 2021

20
21

8TH DIGITAL PATHOLOGY 
& AI CONGRESS: EU
1-2 December 2021
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